Supplementary Table 8

	Supplementary Table 8. GO categories enriched in genes associated with H3K27me3 during axenic culture of Leptosphaeria maculans 'brassicae'

	
	

	GO-ID
	FDR
	nb. of genes with the GO term among the genes associated with H3K27me3
	nb. of genes with a GO annotation in the among the genes associated with H3K27me3
	proportion in the H3K27me3-genes
	nb. of genes with the given GO term in the genome
	nb. of genes with a GO annotation in the genome
	proportion in the genome
	description
	

	005975
	1.54E-06
	82
	572
	1.43E-01
	362
	5076
	7.13E-02
	carbohydrate_metabolic_process
	

	0055114
	4.08E-04
	149
	572
	2.60E-01
	911
	5076
	1.79E-01
	oxidation_reduction_process
	

	0055085
	3.10E-03
	104
	572
	1.82E-01
	608
	5076
	1.20E-01
	transmembrane_transport
	

	
	
	
	
	
	
	
	
	
	

	GO annotation of the Lmb genes was retrieved from Dutreux et al. (2018). Analysis of GO enrichment among the genes associated with H3K27me3 during axenic culture of 
[bookmark: _GoBack]Lmb was performed using Cytoscape (Shannon et al. 2003).
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