

Supplementary Table 2

	Supplementary Table 2. Correlation analysis between the different ChIP experiments generated with antibodies targeting histone modifications H3K4me2, H3K9me3 and H3K27me3 in Leptosphaeria maculans 'brassicae', during in vitro growth

	

	
	
	
	
	
	
	
	
	
	
	
	

	
	
	
	H3K4me2
	H3K9me3
	H3K27me3

	
	
	
	1999_A
	1999_D
	1999_G
	1999_B
	1999_E
	1999_H
	1999_C
	1999_F
	1999_I

	
	H3K4me2
	1999_A
	1
	
	
	
	
	
	
	
	

	
	
	1999_D
	0.90
	1.00
	
	
	
	
	
	
	

	
	
	1999_G
	0.87
	0.91
	1.00
	
	
	
	
	
	

	
	H3K9me3
	1999_B
	-0.62
	-0.58
	-0.55
	1.00
	
	
	
	
	

	
	
	1999_E
	-0.61
	-0.58
	-0.55
	0.97
	1.00
	
	
	
	

	
	
	1999_H
	-0.62
	-0.58
	-0.56
	0.98
	0.97
	1.00
	
	
	

	
	H3K27me3
	1999_C
	-0.11
	-0.13
	-0.14
	-0.23
	-0.24
	-0.24
	1.00
	
	

	
	
	1999_F
	-0.11
	-0.12
	-0.14
	-0.25
	-0.25
	-0.25
	0.94
	1.00
	

	
	
	1999_I
	-0.10
	-0.11
	-0.13
	-0.25
	-0.26
	-0.25
	0.95
	0.94
	1.00

	
	
	
	
	
	
	
	
	
	
	
	

	[bookmark: _GoBack]Correlation analyses were performed to analyze location of the significantly enriched domains, identified using RSEG (Song and Smith 2011), from the three different biological replicates generated and analyzed separately. A Kendall's Ƭ correlation test was performed using R.
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