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Table S2 AMOVA results for both ND2 and SNP datasets partitioned by sampling

populations
Dataset Source of Variation Percent of Variation d-statistics P-value
SNPs East vs. West 6.46 0.065 0.016
Among populations 4.63 0.049 < 0.00001
within East or West
Within populations 88.91 0.11 <0.00001
ND2 East vs. West 90.00 0.914 <0.00001
Among populations 1.43 0.143 0.0039
within East or West
Within populations 8.57 0.900 0.0105




