Supplementary Table S1. The kiwi microsatellite marker panel optimised by Ramón-Laca et al. (2018). M=multiplex amplification reaction in which the primer was allocated; 5’ dye=fluorescent label added to the forward primer on the 5’ end; [µM]=final micromolar PCR primer concentration. Table adapted from supplementary files in Ramón-Laca et al. (2018) and White et al. (2018).
	
	
	
	
	
	Primer sequence (5’-3’)
	

	M
	Locus
	Reference
	
	5’ dye
	Forward
	Reverse
	[µM]

	1
	Z37B
	(Dawson et al. 2015)
	
	6-FAM
	AACTGGTTGTAGGTATAGTGCAATTATG
	GATTACAAAGCCAATATGGATGC
	0.15

	2a
	KMS18
	(Jensen et al. 2008)
	
	NED
	TGCCTTCTCTGCTTGAG
	ATCCTCCAAATGCCC
	0.4

	1
	KMS7R
	
	
	PET
	GCTTGTCCCTTTAGATTTAGCGG
	TGTTTTCCCTCCTACTCAATGCTC
	0.45

	1
	KMS14B
	
	
	6-FAM
	GCTAACATTCACTTGGCATC
	TGAATCCCTTGGATACTGAGA
	0.25

	1
	KMS37
	
	
	PET
	TTCCAGAGCACACACTTAG
	GCATAGAACTCACATTTGC
	0.1

	2a
	KMS30
	
	
	NED
	CTGTCAAAATCATCTTTACCAC
	TTTCTCTGAGTTTCCGTCC
	0.4

	1
	KMS1
	
	
	VIC
	AAAGCAGCCAAGTTTTTC
	TGAATGGAGTCAAGGAAG
	0.2

	2b
	Apt29
	(Shepherd & Lambert 2006)
	
	6-FAM
	AGTAGCTACATGCGTACGTGTC
	TGGCCCACCTGGAGATGTGCA
	0.15

	2b
	Apt35
	
	
	VIC
	CAGCTTGTCTCAGGGAGCATTTGT
	CTATCTCAAGCGGCATCACAAAAG
	0.4

	2a
	Apt37
	
	
	NED
	CTGATTTGGCTTACTGCTGAC
	AAGGCTGAATCCAGGCCAA
	0.15

	2a
	Apt59
	
	
	PET
	TCTGTGCCTTGGAAGCAGTC	
	GGAAGCTTGGGATCACTGGG
	0.4

	2a
	Apt68
	
	
	6-FAM
	GGACCAGTGTGTTTATATATTCTGC
	TGCAGATTCAGCCAGTAACG	
	0.2

	2b
	Aptowe1
	(Ramstad et al. 2010)
	
	NED
	AAATCTCCTTATTAAAGAAACAGAGG
	AACTCCACCGTTGTGAAAATG
	0.15

	2b
	Aptowe3
	
	
	PET
	CCCTGGAAATTTAACATTAGGC
	AATCCTCCAATTCTGACAGAGG
	0.15

	1
	Aptowe8
	
	
	NED
	AAGTCCATCAGCTCAGCAATC
	AACAGCAAACTTAGGGACACG
	0.2

	1
	Aptowe15
	
	
	PET
	CCAAAAGTACTGCAGGGTTATTC
	ACATGGCTTAACTGCCACTG
	0.15

	2b
	Aptowe23
	
	
	PET
	TCTACACTGGCCAAAACAAAAC
	GATCTGAACTGGCTGAAACC
	0.15

	2b
	Aptowe24
	
	
	VIC
	TGTCACACAAAGGGCAACTC
	AGGAAGCACAGGTCAGGATG
	0.15

	2a
	Aptowe28
	
	
	NED
	GGTAAATGGGCCTCGAATAC
	CAAGATGAAGACAGGTGCTTTAGAC
	0.3

	1
	Aptowe29
	
	
	VIC
	CCTGTCCTTTAATAATTTCTGCTC
	ACTGGCCACAACAAAGCATC
	0.15

	2b
	Aptowe34
	
	
	6-FAM
	TTGTCCTAAACCAAAGACATGC
	TTAGCATGGCTGAAAAATAGC
	0.3

	1
	Aptowe35
	
	
	NED
	ATCAGGTGCAGGCTGATTTC
	CCAGCAGAAACAAGAACCAC
	0.3

	1
	Aptowe39
	
	
	6-FAM
	AAAATAGAACCTTCCAAGCTGAAC
	ATTCAGTGGGAAAAGCTTGC
	0.1
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