	Supplementary table 2. Association of 39 non-HLA celiac disease-associated SNPs to familial celiac disease in 552 patients. SNPs were genotyped with Illumina 610-Quad BeadChip array.

	SNP
	Chr
	Candidate gene(s) in the region
	OR (95% CI)
	P

	rs3748816
	1
	TNFRSF14, MMEL1
	1.39 (1.03–1.90)
	0.034

	rs12727642
	1
	PARK6
	0.97 (0.69–1.35)
	0.840

	rs10903122
	1
	RUNX3
	0.71 (0.53–0.96)
	0.026

	rs6691768
	1
	NFIA
	0.86 (0.63–1.16)
	0.318

	rs864537
	1
	CD247
	0.91 (0.66–1.26)
	0.562

	rs859637
	1
	FASLG, TNFSF18, TNFSF4
	1.10 (0.81–1.48)
	0.552

	rs2816316
	1
	RGS1
	1.75 (1.10–2.79)
	0.017

	rs296547
	1
	-
	1.22 (0.89–1.66)
	0.210

	rs13003464
	2
	REL, AHSA2
	1.01 (0.74–1.36)
	0.967

	rs17035378
	2
	PLEK
	0.75 (0.53–1.05)
	0.092

	rs917997
	2
	IL18RAP, IL18R1, IL1RL1, IL1RL2
	1.18 (0.83–1.70)
	0.359

	rs13010713
	2
	ITGA4, UBE2E3
	1.05 (0.78–1.41)
	0.749

	rs4675374
	2
	CTLA4, ICOS, CD28
	0.90 (0.62–1.30)
	0.559

	rs13314993
	3
	CCR4
	0.94 (0.70–1.27)
	0.702

	rs13098911
	3
	CCR1, CCR2, CCRL2, CCR3, CCR5, CCR9
	0.95 (0.64–1.41)
	0.786

	rs6806528
	3
	FRMD4B
	0.70 (0.44–1.13)
	0.140

	rs11712165
	3
	CD80, KTELC1
	0.90 (0.67–1.22)
	0.497

	rs17810546
	3
	IL12A
	0.81 (0.53–1.24)
	0.327

	rs10936599
	3
	MYNN
	1.09 (0.79–1.50)
	0.609

	rs1464510
	3
	LPP
	0.97 (0.72–1.32)
	0.865

	rs13151961
	4
	IL2, IL21
	1.35 (0.79–2.32)
	0.266

	rs1033180
	6
	IRF4
	0.67 (0.42–1.07)
	0.091

	rs10806425
	6
	BACH2, MAP3K7
	0.83 (0.60–1.15)
	0.257

	rs802734
	6
	PTPRK, THEMIS
	0.98 (0.72–1.35)
	0.905

	rs2327832
	6
	TNFAIP3
	1.33 (0.93–1.89)
	0.121

	rs1738074
	6
	TAGAP
	1.11 (0.83–1.50)
	0.485

	rs6974491
	7
	ELMO1
	0.86 (0.58–1.27)
	0.440

	rs9792269
	8
	-
	0.90 (0.60–1.36)
	0.614

	rs1250552
	10
	ZMIZ1
	1.00 (0.74–1.34)
	0.979

	rs11221332
	11
	ETS1
	0.85 (0.60–1.20)
	0.357

	rs653178
	12
	SH2B3
	1.06 (0.79–1.42)
	0.723

	rs2762051
	13
	DLEU11
	1.48 (1.03–2.13)
	0.035

	rs4899260
	14
	ZFP36L1
	0.96 (0.69–1.35)
	0.834

	rs12928822
	16
	CIITA, SOCS1, CLEC16A
	1.02 (0.66–1.57)
	0.922

	rs2074404
	17
	LRRC37A2, WNT3
	0.79 (0.52–1.19)
	0.259

	rs1893217
	18
	PTPN2
	0.92 (0.62–1.38)
	0.697

	rs4819388*
	21
	ICOSLG
	-
	-

	rs2298428
	22
	UBE2L3, YDJC
	1.02 (0.74–1.40)
	0.908

	rs5979785*
	X
	[bookmark: _GoBack]TLR7, TLR8
	-
	-

	*Risk variants that did not pass the quality control filters (Hardy-Weinberg Equilibrium test P ≤ 0.05) were excluded from the analyses. 
Bold values indicate statistically significant difference with P value < 0.05
1Non-coding RNA. SNP, single nucleotide polymorphism; Chr, chromosome; OR, odds ratio; CI, confidence interval.
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