
                      CPR1_2F primer  5’ TGAACTACGCGCTCAATG 3’ 
Cercospora zeae-maydis cpr1          (1) TGAACTACGCGCTCAATGGTCCACGAAACAAGTACGATGGCATCCACGTCCCGGTCCACA 
Cercospora zeina cpr1                (1) TGAACTACGCGCTCAATGGTCCACGAAACAAATACGATGGCATCCACTTCCCGGTTCACA 
Cercospora sp. CPC 12062 cpr1        (1) TGAACTACGCGCTCAATGGTCCACGAAACAAATACGATGGCATCCACCTCCCGGTTCACA 
Podospora anserina cpr1           (1520) TGACTTACGAGATCACTGGTCCCCGCAACAAGTACGATGGTATCCACGTCCCCGTCCACG 
Pyrenophora teres f. teres cpr1   (1532) TAAACTACGCTATTACAGGACCACGCAACAAGTACGATGGTATCCACGTCCCGGTACATG 
Pyrenophora tritici-repentis cpr1 (1571) TAGACTACGCTATCACGGGACCGCGCAACAAGTACGATGGTATCCACGTCCCGGTACATG 
Altenaria brassicicola cpr1       (1532) TGAATTACGCCATTACTGGCCCTCGCAACAAGTATGACGGTATTCACGTTCCAGTCCACG 
Neurospora crassa cpr1            (1520) TTTCCTACGAACTCACTGGCCCCCGTAACAAGTACGATGGTATCCACGTCCCCGTTCATG 
Aspergillus niger cprA            (2114) TGACTTACTCCATCAC-GGTCCCCGGAACAAGTACGACGGTATCCACGTTCCCGTGCATG 
 
Cercospora zeae-maydis cpr1         (61) TTCGACACTCGAACTTCAAGCTCCCCTCGGATCCAAGCAAGCCGATCATCATGGTTGGCC 
Cercospora zeina cpr1               (61) TTCGACACTCGAACTTCAAGCTCCCCTCAGACCCAAGCAAGCCCATTATCATGGTTGGTC 
Cercospora sp. CPC 12062 cpr1        61) TTCGACACTCGAACTTCAAGCTCCCCTCAGACCCAAGCAAGCCCATTATCATGGTTGGTC 
Podospora anserina cpr1           (1580) TCCGCCATTCCAACTTCAAGCTGCCCTCGGATCCCCTCAAGCCTGTCATTATGGTTGGCC 
Pyrenophora teres f. teres cpr1   (1592) TCCGCCACTCAAACTTCAAGCTCCCCTCGGATCCGTCAAAGCCCATCATCATGGTCGGTC 
Pyrenophora tritici-repentis cpr1 (1631) TCCGCCACTCAAACTTCAAGCTCCCCTCAGATCCATCAAAGCCTATCATCATGGTTGGTC 
Altenaria brassicicola cpr1       (1592) TCCGCCACTCCAACTTCAAGCTGCCTTCAGACCCCTCCAAGCCTATCATCATGGTCGGAC 
Neurospora crassa cpr1            (1580) TCCGCCACTCCAACTTCAAGCTCCCCTCGGATCCATCCAAGCCCATCATCTGCATTGGTC 
Aspergillus niger cprA            (2173) TTCGCCACTCGAACTTCAAGCTGCCCTCTGATCCCTCTCGGCCCATTATCATGGTTGGTC 
 
Cercospora zeae-maydis cpr1        (121) CTGGTACCGGCGTTGCTCCATTCCGCGGTTTCGTCCAAGAGAGA 
Cercospora zeina cpr1              (121) CTGGCACCGGCGTTGCTCCATTCCGCGGTTTCGTCCAAGAGAGA 
Cercospora sp. CPC 12062 cpr1      (121) CTGGCACCGGCGTTGCTCCATTCCGCGGTTTCGTCCAAGAGAGA 
Podospora anserina cpr1           (1640) CTGGTACCGGTGTTGCTCCTTTCAGAGGTTTCGTCCGTGAGCGC 
Pyrenophora teres f. teres cpr1   (1652) CTGGTACTGGTGTCGCACCTTTCCGTGCCTTTGTCCAGGAGCGA 
Pyrenophora tritici-repentis cpr1 (1691) CTGGTACTGGTGTCGCACCTTTCCGTGCTTTCGTCCAGGAGCGA 
Altenaria brassicicola cpr1       (1652) CCGGCACTGGTGTTGCACCCTTCCGGGGTTTCATTCAAGAACGA 
Neurospora crassa cpr1            (1640) CCGGTACTGGTGTAGCGCCCATGCGTGGCTTCATCCGTGAGCGC 
Aspergillus niger cprA            (2233) CTGGTACTGGTGTTGCTCCTTTCCGTGGTTTCATTCAGGAACGT 
                                                               3’  CCAAAGCAGGTTCTCTCT 5’  CPR1_2R primer 
 
Supplementary Figure 1.  Alignment of a 164 bp fragment of cpr1 from C. zeae-maydis, C. zeina and Cercospora sp. CPC 12062 amplified with 
the CPR1_2 primer pair with putative close orthologues from other fungi.  The sequences of the CPR1_2F and CPR1_2R primers are shown.  The 
GenBank accession numbers of putative orthologues of cpr1 obtained by BLASTN search of the C. zeae-maydis cpr1 sequence against GenBank 
(nr database) were as follows: Podospora anserina cpr1 (XM_001910139); Pyrenophora teres f. teres cpr1 (XM_003297092); Pyrenophora tritici-
repentis cpr1 (XM_001939488); Altenaria brassicicola cpr1 (AB506083); Neurospora crassa cpr1 (XM_959350); and Aspergillus niger cprA 
(Z26938).  Identical nucleotides are indicated in green. 


