Supplemental Table 2. Sequences of the primers used in this study
	primers
	Sequence (5’ to 3’)
	classification
	fragment size (bp)

	Nmult21:1F
	CGTTGATGAGGCGCGCAATTT
	Phylotype I
	144

	Nmult21:2F
	AAGTTATGGACGGTGGAAGTC
	Phylotype II
	372

	Nmult23:AF
	ATTACSAGAGCAATCGAAAGATT
	Phylotype III
	91

	Nmult22:InF
	ATTGCCAAGACGAGAGAAGTA
	Phylotype IV
	213

	Nmult22:RR
	TCGCTTGACCCTATAACGAGTA
	All phylotypes
	－

	759
	GTCGCCGTCAACTCACTTTCC
	species specificity
	281

	760
	GTCGCCGTCAGCAATGCGGAATCG
	
	

	Endo-F
	ATGCATGCCGCTGGTCGCCGC
	egl
	840

	Endo-R
	GCGTTGCCCGGCACGAACACC
	
	

	mutS-RsF.1570
	ACAGCGCCTTGAGCCGGTACA
	mutS
	758

	mutS-RsR.1926
	GCTGATCACCGGCCCGAACAT
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