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Table S1. ELISA test for viruses.

In 2008 and 2010 the sampled plants were additionally tested for presence of common
grapevine viruses using DAS-ELISA for grapevine virus A (GVA), grapevine fanleaf virus
(GFLV), Arabis mosaic virus (ArMV), grapevine fleck virus (GFkV), grapevine leafroll-
associated virus 1, 2 and 3 (GLRaV-1, GLRaV-2, GLRaV-3) and grapevine leafroll-
associated viruses 4-9 (GLRaV-4-9) antibodies (Bioreba), and using PTA-ELISA for
grapevine virus B (GVB) (Agritest) according to the producer's instructions. The
distribution of viruses was the same in both years. The plant numbering corresponds to
that in Table 1.

Plant GVB GVA GFLV ArMV GFkV GLRaVv1l GLRav2 GLRaVv3 GLRaVv4-9
1 - - + - + - - - -
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11 - - +
12 - - -
13 - - + - - -
14 - - + - - +
15 - - - - + -
16 - - - - -
17 - - - - -
20 - - - - +
22 - - - -

23 - - -
24 - - +
25
26
27
29 - - - - - - -
30 - - - - - + - +
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