Table S1. Detailed results of BLAST verification of the obtained pathogen sequences of 16S rDNA of bacterial isolates from mulberry obtained in this study
	Strain
	Sequence length (bp)
	GenBank accession number
	Id
	Query coverage (%)
	Percent of identity (%)
	GenBank reference

	Ma001
	562
	MN636727
	P. syringae
	96
	99,27
	CP034078.1

	Ma011
	577
	MN636728
	P. syringae
	96
	99,46
	CP034087.1

	Ma013
	576
	MN636729
	P. syringae
	98
	99,65
	LT985192.1

	Ma020
	576
	MN636730
	P. syringae
	97
	99,47
	LT985192

	Ma011-1
	628
	MN636731
	P. syringae
	98
	99,68
	LT963409

	Ma020-1
	627
	MN636732
	P. syringae
	97
	100
	CP028490

	Ma020-3
	630
	MN636733
	P. syringae
	98
	99,68
	LT985192
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