Table S2. Detailed results of BLAST verification of the obtained pathogen sequences of the gyrB gene of bacterial isolates from mulberry obtained in this study
	Strain
	Sequence length (bp)
	GenBank accession number
	Id
	Query coverage (%)
	Percent of identity (%)
	GenBank reference

	Ma001
	890
	MT008015
	P. syringae
	100
	98,31
	AB039425.1

	Ma011
	890
	MT008016
	P. syringae
	100
	97,98
	AB039425.1

	Ma013
	890
	MT008017
	P. syringae
	100
	98,76
	FR691743.1

	Ma020
	890
	MT008018
	P. syringae
	98
	97,98
	FR691743.1

	Ma011-1
	890
	MT008019
	P. syringae
	100
	97,98
	AB039425.1

	Ma020-1
	890
	MT008020
	P. syringae
	100
	98,20
	AB039425.1

	Ma020-3
	899
	MT008021
	P. syringae
	98
	98,2
	AB039425.1
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