Table. Primers used for RACE, RT-PCR, sequencing, and full genome amplification of CPMMoV-Sp. 
	
Primer name
	S/As1
	Prime sequence 5’-3’
	Location 
CPMMoV (GenBank: OQ920979)

	2721-A
(RACE Stem-loop)
	As
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACAAAAAAAAAAAAAAA
	-

	2721-T
(RACE Stem-loop)
	As
	GTCGTATCCAGTGCAGGGTCCGAGGTATTCGCACTGGATACGACTTTTTTTTTTTTTTT
	-

	3337
	S
	ACTGTGGCAATAAGATCTGC
	6080-6099

	3339
	As
	TGGGCCCCTACCGGGGGTTCCGG
	6383-6405

	3345
	As
	TGTGTGTATGCCATTGTA
	69-91

	3346
	As
	TTAACCTTGGGCCTGCGGTC
	199-218

	3494
	As
	CTAACTTGCTCTAAATCACGC
	3357-3377

	3519
	As
	AGGTCTCCCCTCTCCAAATGAAATGAACTTC
	

	3533
	
	AGGTCTCAAGCTTCGTTGTAAAACGACGGCCAGTG
	

	3534
	
	AGGTCTCGAATTCACAGGAAACAGCTATGACCATG
	

	3566
	S
	AATGCGTGTTTTTCAAGGG
	814-832

	3569
	S
	ATTCAGACAGAGTATCCGG
	4018-4036

	3570
	As
	CCCTTCCTACCGGCTTTGG
	5636-5654

	3585
	S
	CACAGAGCTCTAATACGACTCACTATAGCGTATTTTTTACTACAACAATTAC
	1-24

	3586
	As
	CACACTGCAGCTCGAGTGGGCCCCTACCGGGGGTTCCGG
	6383-6405

	3589
	S
	ACGTCTCTTTAGTTAGCATAGTGCG
	3342-3359

	3590
	As
	ACGTCTCACTAAAGGATCCATAACTA
	3329-3347

	3594
	S
	CACACTCGAGGATCTGGTGCTAGTTC
	2623-2641

	3595
	As
	CACAGTCGACTATGAATAGCCTCTTGAAC
	2769-2788

	3596
	S
	CACACTCGAGGTGACCGACAAAGGACC
	5449-5466

	3597
	As
	CACAGTCGACTAAAAGGTCTGTGGGATC
	5783-5800

	3598
	S
	GTAGTTATGGATCCTTTAG
	3328-3346

	3599
	As
	CTAAAGGATCCATAACTAC
	3328-3346

	3600
	S
	GAGCAAGAAGACCATTCCCG
	534-553

	3604
	S
	CACACTCGAGACGAAACCCTTGACGCAG
	1501-1518

	3605
	As
	CACAGTCGACTATAGATCTGGCACCGTT
	1626-1643

	3606
	S
	CACACTCGAGTGATAAAGTGTTGTTTAG
	4878-4895

	3607
	As
	CACAGTCGACTTTGGAGATTCTAACAC
	5007-5028

	3666
	S
	CTAATACGACTCACTATACGTATTTTTTACTAC
	1-15

	3667
	S
	CTAATACGACTCACTATAGTATTTTTTACTAC
	2-15

	3668
	S
	CTAATACGACTCACTATAACCAACAACAAACAAAC
	23-39

	3669
	S
	CTAATACGACTCACTATAGACCAACAACAAACAAAC
	23-39

	3670
	S
	AGGTCTCCCCTAGACTTGTCCATCTTC
	

	3671
	As
	AGGTCTCCTAGGGTGGGCCCCTACCGGGGGTTCC
	6385-6405

	3672
	S
	AGGTCTCAGAGGCGTATTTTTTACTACAACAATT
	1-22

	3673
	S
	AGGTCTCAGAGGGTATTTTTTACTACAACAATT
	2-22

	S674
	S
	AGGTCTCAGAGGACCAACAACAAACAAACAAC
	23-42

	3700
	S
	ACGTCTCAGAGGGACCAACAACAAACAAACAAC
	23-42

	3701
	As
	ACGTCTCCTAGGGTGGGCCCCTACCGGGGGTTCC
	6385-6405


1 S: sense, As: Antisense


