Table S2. Listing of all 164 QTLs identified for the 21 oil yield component traits in cross DA41, grouped by each trait

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QABW_a
	-0.69
	P1
	8
	mEgCIR0800_1-CNI01714_1
	8.70
	0.00
	0.01
	4.69
	4.72

	QABW_b
	0.62
	P1
	9
	sEg00037_1-mEgCIR3803_1
	16.95
	1.94
	0.03
	3.57
	4.39

	QABW_c
	-0.6
	P1
	10
	mEgCIR0779_2-sMg00074_1
	1.72
	1.72
	0.04
	3.44
	4.34

	QABW_d
	0.76
	P1
	13
	EAAC/MCAC_192_2-PJ23_1
	9.32
	9.32
	0.00
	6.05
	6.09

	qABW_e
	-0.6
	P2
	23
	mEgCIR3787_3-mEgCIR0785_3
	1.70
	1.70
	0.04
	3.35
	4.89

	qABW_f
	-0.55
	P2
	29
	PJ23_3-EACT/MCTT_353_2
	26.27
	26.27
	0.05
	3.08
	0.79

	Total R2:
	19.47
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QBNO_a
	-1.51
	P1
	8
	EACC/MCAA_178_4-mEgCIR2659_1
	13.56
	13.56
	0.02
	3.86
	3.05

	QBNO_b
	1.36
	P1
	8
	mEgCIR3282_1-mEgCIR0800_1
	0.86
	0.86
	0.05
	3.13
	4.25

	QBNO_c
	-1.75
	P1
	9
	sEg00040_1-sMo00066_1
	21.74
	7.75
	0.02
	4.11
	5.86

	qBNO_d
	-1.78
	P2
	17
	EAAC/MCAA_217_4-mEgCIR3750_1
	15.39
	11.91
	0.01
	4.78
	6.52

	qBNO_e
	1.6
	P2
	24
	sMg00210b_1-CNI01714_3
	22.61
	7.05
	0.04
	3.37
	4.62

	qBNO_f
	1.38
	P2
	27
	EAAT/MCTG_236_5-mEgCIR3534_3
	21.37
	0.00
	0.05
	3.19
	2.20

	qBNO_g
	-1.44
	P2
	30
	mEgCIR2407_1-mEgCIR3808_1
	13.68
	13.68
	0.03
	3.47
	3.94

	qBNO_h
	1.64
	P2
	30
	mEgCIR0555_3-mEgCIR0910_1
	2.56
	1.36
	0.01
	4.49
	6.49

	Total R2:
	26.41
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QBWT_a
	-2.05
	P1
	3
	mEgCIR3358_1-sMo00040_1
	20.00
	20.00
	0.02
	4.27
	4.18

	QBWT_b
	1.88
	P1
	5
	sMg00207_1-sMg00206_1
	4.31
	3.09
	0.03
	3.47
	4.91

	QBWT_c
	1.99
	P1
	13
	mEgCIR3399_1-EACT/MCAA_148_7
	4.24
	4.24
	0.02
	4.20
	4.89

	QBWT_d
	-2.12
	P1
	16
	EACT/MCA_301_1-SFB00020_RsaI
	25.00
	7.86
	0.03
	3.64
	4.96

	qBWT_e
	2.21
	P2
	19
	sMg00183_1-mEgCIR3869_1
	13.68
	13.68
	0.01
	5.15
	6.14

	qBWT_f
	1.91
	P2
	24
	sMo00020_4-mEgCIR0408a_1
	0.85
	0.85
	0.02
	3.83
	5.36

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	qBWT_g
	-1.73
	P2
	26
	EACT/MCTT_444_1-sEg00097_1
	24.58
	24.58
	0.05
	3.14
	2.94

	qBWT_h
	1.81
	P2
	28
	sEg00086_3-mEgCIR2212_1
	8.55
	0.00
	0.04
	3.38
	3.25

	Total R2:
	26.27
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QDPF_a
	-2.1
	P1
	9
	mEgCIR3782_1-DHP3_1
	14.53
	6.81
	0.00
	7.99
	11.53

	QDPF_b
	1.61
	P1
	9
	sEg00087_1-sEg00038_CNH01303_1
	22.03
	0.89
	0.01
	5.11
	5.77

	QDPF_c
	1.59
	P1
	15
	mEgCIR2110_1-mEgCIR3587_1
	0.86
	0.86
	0.01
	5.17
	6.87

	qDPF_d
	1.32
	P2
	17
	EAAC/MCTG_065_3-EAAC/MCAA_217_4
	22.88
	0.00
	0.04
	3.32
	2.85

	qDPF_e
	1.28
	P2
	21
	mEgCIR0801_4-PJ21_3
	7.69
	7.69
	0.04
	3.25
	3.47

	Total R2:
	19.46
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QFB_a
	1.33
	P1
	7
	mEgCIR0785_1-mEgCIR2332_1
	39.83
	30.02
	0.05
	3.15
	3.62

	QFB_b
	-1.18
	P1
	9
	mEgCIR3782_1-DHP3_1
	14.53
	14.53
	0.03
	3.51
	3.92

	QFB_c
	-1.36
	P1
	9
	mEgCIR0280_2-EACT/MCTA_073_7
	13.27
	9.62
	0.02
	3.90
	5.59

	QFB_d
	-1.56
	P1
	9
	sEg00087_1-sEg00038_CNH01303_1
	22.03
	6.85
	0.01
	5.07
	7.00

	QFB_e
	-1.28
	P1
	10
	sMo00036_1-EAGG/MCAA_122_7
	5.13
	5.13
	0.02
	4.02
	4.70

	qFB_f
	1.16
	P2
	24
	sMg00210b_1-CNI01714_3
	22.61
	0.00
	0.04
	3.22
	1.04

	qFB_g
	-1.35
	P2
	25
	sMo00066_3-mEgCIR3788_3
	27.19
	13.12
	0.04
	3.23
	4.66

	Total R2:
	21.39
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QFFB_a
	-22.03
	P1
	9
	sEg00040_1-sMo00066_1
	21.74
	9.91
	0.00
	7.69
	11.27

	QFFB_b
	-13.78
	P1
	10
	mEgCIR0779_2-sMg00074_1
	1.72
	1.72
	0.03
	3.61
	4.82

	QFFB_c
	16.12
	P1
	15
	mEgCIR3739_1-sMo00264_1
	26.72
	7.39
	0.02
	3.94
	5.26

	qFFB_d
	-12.92
	P2
	17
	sEg00113_1-EAAC/MCAT_279_2
	2.54
	2.54
	0.04
	3.28
	3.40

	qFFB_e
	15.26
	P2
	17
	EAAC/MCAA_217_4-mEgCIR3750_1
	15.39
	2.31
	0.02
	4.20
	5.49

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	qFFB_f
	13.59
	P2
	21
	mEgCIR3535_1-EACT/MCTG_062_4
	11.21
	11.21
	0.03
	3.56
	2.61

	qFFB_g
	-15.11
	P2
	30
	sMg00228_1-mEgCIR0774_1
	9.57
	7.17
	0.02
	4.01
	5.69

	qFFB_h
	-16.41
	P2
	30
	mEgCIR2407_1-mEgCIR3808_1
	13.68
	9.94
	0.01
	4.76
	6.66

	Total R2:
	27.14
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QFIWP_a
	0.61
	P1
	2
	EAAT/MCAG_461_1-sMg00199_1
	47.41
	23.43
	0.05
	3.08
	4.34

	QFIWP_b
	0.48
	P1
	3
	EACA/MCAT_280_3-EACA/MCAT_258_4
	19.49
	19.49
	0.03
	3.58
	2.56

	QFIWP_c
	0.48
	P1
	16
	sMg00234_1-EAAC/MCAC_206_1
	11.02
	11.02
	0.03
	3.67
	3.20

	Total R2:
	8.69
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	qFIB_a
	0.37
	P2
	20
	sMg00217_1-mEgCIR3301_3
	14.41
	9.98
	0.03
	3.57
	4.89

	qFIB_b
	0.34
	P2
	20
	EAAT/MCTG_287_3-sMo00051_3
	6.84
	0.00
	0.04
	3.38
	3.74

	Total R2:
	4.86
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QKB_a
	0.51
	P1
	4
	mEgCIR3301_1-mEgCIR3544_1
	3.39
	1.67
	0.04
	3.43
	4.82

	QKB_b
	-0.59
	P1
	5
	mEgCIR0795_1-EACT/MCAG_372_1
	5.93
	2.87
	0.01
	4.55
	6.54

	QKB_c
	-0.53
	P1
	5
	mEgCIR2577_1-sMg00082_1
	27.12
	0.00
	0.03
	3.74
	3.01

	QKB_d
	0.58
	P1
	6
	sEg00173_1-sMg00022_1
	26.96
	26.96
	0.01
	4.66
	2.50

	QKB_e
	0.69
	P1
	7
	sMo00072_1-EACT/MCAA_216_5
	6.84
	0.00
	0.00
	6.66
	7.17

	QKB_f
	1
	P1
	9
	mEgCIR0802_1-mEgCIR3782_1
	28.81
	28.81
	0.00
	15.08
	13.17

	QKB_g
	0.92
	P1
	9
	sEg00041_1-sEg00087_1
	6.20
	1.71
	0.00
	11.79
	16.67

	QKB_h
	-0.54
	P1
	10
	sMg00221_1-sMo00107_1
	6.90
	0.00
	0.03
	3.64
	4.16

	QKB_i
	0.48
	P1
	13
	EACT/MCAA_148_7-sMg00063_2
	9.48
	9.48
	0.05
	3.12
	3.47

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QKB_j
	0.53
	P1
	16
	EAAC/MCTT_155_9-PJ05_1
	37.93
	0.00
	0.02
	3.98
	2.05

	qKB_k
	0.53
	P2
	17
	sEg00113_1-EAAC/MCAT_279_2
	2.54
	2.54
	0.02
	3.85
	4.92

	qKB_l
	-0.71
	P2
	17
	EAAC/MCTG_065_3-EAAC/MCAA_217_4
	22.88
	3.51
	0.00
	6.14
	7.64

	qKB_m
	0.52
	P2
	23
	mEgCIR3878_1-EAAT/MCAT_219_1
	3.39
	3.39
	0.03
	3.67
	4.96

	qKB_n
	0.48
	P2
	25
	mEgCIR0399_3-PJ25_3
	1.71
	1.70
	0.05
	3.09
	4.23

	qKB_o
	0.5
	P2
	30
	sMg00015_1-mEgCIR3563_1
	5.09
	5.09
	0.04
	3.32
	4.25

	Total R2:
	40.84
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QKF_a
	-0.84
	P1
	4
	mEgCIR3544_1-sMo00051_1
	25.64
	7.85
	0.03
	3.62
	4.85

	QKF_b
	-0.89
	P1
	5
	mEgCIR0795_1-EACT/MCAG_372_1
	5.93
	2.25
	0.01
	5.16
	7.42

	QKF_c
	-0.74
	P1
	5
	mEgCIR2577_1-sMg00082_1
	27.12
	0.29
	0.03
	3.55
	3.41

	QKF_d
	0.72
	P1
	6
	sEg00173_1-sMg00022_1
	26.96
	26.96
	0.03
	3.61
	1.77

	QKF_e
	1.04
	P1
	7
	sMo00072_1-EACT/MCAA_216_5
	6.84
	0.00
	0.00
	7.66
	8.70

	QKF_f
	1.41
	P1
	9
	mEgCIR0802_1-mEgCIR3782_1
	28.81
	28.81
	0.00
	14.98
	12.48

	QKF_g
	1.31
	P1
	9
	mEgCIR0280_2-EACT/MCTA_073_7
	13.27
	4.76
	0.00
	10.94
	15.64

	qKF_h
	0.7
	P2
	17
	sEg00113_1-EAAC/MCAT_279_2
	2.54
	2.54
	0.04
	3.28
	3.88

	qKF_i
	-0.9
	P2
	17
	EAAC/MCTG_065_3-EAAC/MCAA_217_4
	22.88
	0.92
	0.01
	5.30
	5.91

	qKF_j
	0.7
	P2
	23
	mEgCIR3878_1-EAAT/MCAT_219_1
	3.39
	3.39
	0.04
	3.30
	4.36

	qKF_k
	0.73
	P2
	25
	mEgCIR0399_3-PJ25_3
	1.71
	1.45
	0.03
	3.48
	4.89

	Total R2:
	39.14
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QMFW_a
	-1.49
	P1
	7
	mEgCIR0785_1-mEgCIR2332_1
	39.83
	4.95
	0.00
	6.46
	6.54

	QMFW_b
	-1.08
	P1
	8
	mEgCIR0408b_1-mEgCIR3282_1
	11.86
	5.19
	0.03
	3.52
	4.94

	QMFW_c
	-1.02
	P1
	10
	sMg00059_1-mEgCIR3569_1
	9.48
	1.74
	0.04
	3.22
	4.35

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QMFW_d
	-0.97
	P1
	11
	mEgCIR3346_1-mEgCIR0409_1
	4.24
	0.60
	0.05
	3.15
	4.27

	QMFW_e
	1.12
	P1
	11
	mEgCIR3737_1-mEgCIR3534_1
	10.44
	3.78
	0.03
	3.73
	5.36

	QMFW_f
	-1
	P1
	12
	DHP8_1-EAAC/MCAA_133_10
	8.85
	8.85
	0.05
	3.18
	2.90

	qMFW_g
	-1.24
	P2
	25
	PJ25_3-sMo00066_3
	16.67
	0.00
	0.01
	5.10
	5.84

	qMFW_h
	-1.39
	P2
	29
	EAAC/MCAA_203_7-sMg00063_3
	4.31
	4.31
	0.00
	6.85
	6.44

	qMFW_i
	-1.21
	P2
	31
	mEgCIR3641_1-mEgCIR3739_3
	5.26
	5.26
	0.01
	4.86
	6.06

	qMFW_j
	1.02
	P2
	31
	mEgCIR3587_3-EACT/MCAA_080_7
	15.39
	15.39
	0.03
	3.54
	3.54

	Total R2:
	32.79
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QMKW_a
	0.11
	P1
	2
	mEgCIR2414_2-EAAC/MCAC_065_8
	18.80
	12.25
	0.01
	5.03
	7.14

	QMKW_b
	0.08
	P1
	4
	mEgCIR3301_1-mEgCIR3544_1
	3.39
	0.00
	0.04
	3.20
	4.22

	QMKW_c
	-0.14
	P1
	9
	mEgCIR3782_1-DHP3_1
	14.53
	9.08
	0.00
	10.20
	14.30

	QMKW_d
	-0.14
	P1
	9
	sEg00087_1-sEg00038_CNH01303_1
	22.03
	0.00
	0.00
	11.66
	10.76

	QMKW_e
	-0.08
	P1
	9
	EAAT/MCTG_103_6-mEgCIR3788_1
	2.56
	2.56
	0.03
	3.54
	4.00

	QMKW_f
	-0.08
	P1
	11
	mEgCIR2409_1-mEgCIR3346_1
	3.51
	3.51
	0.02
	3.83
	5.24

	qMKW_g
	-0.1
	P2
	17
	EAAC/MCTG_065_3-EAAC/MCAA_217_4
	22.88
	10.57
	0.02
	4.12
	5.87

	qMKW_h
	0.08
	P2
	19
	sEg00088_3-sMg00183_1
	6.03
	6.03
	0.03
	3.55
	4.55

	qMKW_i
	0.11
	P2
	23
	mEgCIR3878_1-EAAT/MCAT_219_1
	3.39
	3.39
	0.00
	6.37
	8.34

	qMKW_j
	0.09
	P2
	30
	EACC/MCAA_211_2-EACT/MCTT_308_4
	14.41
	14.41
	0.02
	3.88
	3.02

	qMKW_k
	0.09
	P2
	32
	sMg00250_1-mEgCIR2813_1
	21.74
	0.00
	0.02
	4.12
	2.45

	qMKW_l
	0.08
	P2
	32
	EAAT/MCTT_412_2-EACT/MCAT_078_8
	12.71
	12.71
	0.03
	3.57
	4.06

	Total R2:
	47.97
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	


	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QMPW_a
	1.01
	P1
	7
	sMg00076_1-sMo00072_1
	12.28
	3.24
	0.04
	3.33
	4.65

	QMPW_b
	-1.33
	P1
	7
	mEgCIR0785_1-mEgCIR2332_1
	39.83
	1.78
	0.00
	6.34
	5.57

	QMPW_c
	-0.99
	P1
	10
	sMg00059_1-mEgCIR3569_1
	9.48
	2.24
	0.04
	3.29
	4.52

	QMPW_d
	0.99
	P1
	11
	mEgCIR3737_1-mEgCIR3534_1
	10.44
	3.22
	0.04
	3.21
	4.49

	QMPW_e
	-0.98
	P1
	12
	DHP8_1-EAAC/MCAA_133_10
	8.85
	8.85
	0.04
	3.41
	3.17

	qMPW_f
	-1.23
	P2
	25
	PJ25_3-sMo00066_3
	16.67
	0.00
	0.00
	5.61
	6.05

	qMPW_g
	-1.33
	P2
	29
	EAAC/MCAA_203_7-sMg00063_3
	4.31
	4.31
	0.00
	6.87
	6.46

	qMPW_h
	-1.14
	P2
	31
	mEgCIR3641_1-mEgCIR3739_3
	5.26
	5.26
	0.01
	4.80
	5.88

	qMPW_i
	-0.99
	P2
	31
	mEgCIR3587_3-EACT/MCAA_080_7
	15.39
	15.39
	0.03
	3.69
	3.98

	Total R2:
	27.26
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QMSW_a
	0.14
	P1
	2
	EAAC/MCAC_065_8-SFB00154_MseI
	31.90
	13.81
	0.00
	8.12
	11.70

	QMSW_b
	-0.11
	P1
	9
	mEgCIR3782_1-DHP3_1
	14.53
	10.80
	0.00
	5.95
	8.34

	QMSW_c
	-0.14
	P1
	9
	sEg00087_1-sEg00038_CNH01303_1
	22.03
	0.00
	0.00
	13.31
	12.73

	QMSW_d
	-0.08
	P1
	9
	mEgCIR3819_1-sEg00040_1
	1.70
	1.70
	0.04
	3.22
	4.39

	qMSW_e
	0.09
	P2
	17
	mEgCIR3745_3-EAAC/MCTT_160_2
	5.98
	0.91
	0.01
	4.52
	6.31

	qMSW_f
	0.09
	P2
	19
	sMg00183_1-mEgCIR3869_1
	13.68
	4.05
	0.01
	4.47
	6.28

	qMSW_g
	0.11
	P2
	23
	mEgCIR3878_1-EAAT/MCAT_219_1
	3.39
	3.39
	0.00
	7.78
	9.45

	qMSW_h
	-0.08
	P2
	28
	sEg00130_1-mEgCIR1730_3
	38.26
	38.26
	0.04
	3.40
	2.38

	qMSW_i
	-0.08
	P2
	30
	mEgCIR3808_1-mEgCIR0246_3
	12.93
	5.99
	0.04
	3.38
	4.81

	qMSW_j
	0.08
	P2
	32
	sMg00250_1-mEgCIR2813_1
	21.74
	0.00
	0.05
	3.19
	2.30

	qMSW_k
	0.09
	P2
	32
	EAAT/MCTT_412_2-EACT/MCAT_078_8
	12.71
	12.71
	0.01
	4.97
	3.83

	Total R2:
	50.3
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	


	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QODP_a
	-0.81
	P1
	2
	EAAT/MCAG_461_1-sMg00199_1
	47.41
	18.41
	0.04
	3.27
	4.40

	QODP_b
	-0.64
	P1
	3
	EAAC/MCTT_150_10-mEgCIR3358_1
	26.96
	26.96
	0.03
	3.51
	1.07

	QODP_c
	-0.6
	P1
	15
	EAAT/MCAT_142_5-EAGG/MCAA_115_8
	20.34
	20.34
	0.04
	3.34
	1.93

	QODP_d
	-0.59
	P1
	16
	sMg00234_1-EAAC/MCAC_206_1
	11.02
	11.02
	0.05
	3.10
	3.06

	qODP_e
	-0.61
	P2
	28
	sEg00086_3-mEgCIR2212_1
	8.55
	3.89
	0.05
	3.13
	4.38

	Total R2:
	11.99
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QOWP_a
	-1.45
	P1
	7
	sMg00076_1-sMo00072_1
	12.28
	0.00
	0.00
	7.47
	7.52

	QOWP_b
	-1.42
	P1
	7
	EACT/MCAA_216_5-mEgCIR3787_1
	40.68
	12.81
	0.01
	4.69
	6.10

	QOWP_c
	-1.14
	P1
	14
	EAAC/MCAG_083_7-EAAC/MCAT_155_8
	11.02
	1.42
	0.02
	4.35
	5.77

	QOWP_d
	1.01
	P1
	14
	mEgCIR0555_1-EACT/MCAT_156_2
	26.50
	26.50
	0.03
	3.46
	3.22

	QOWP_e
	1.47
	P1
	15
	sMg00130_1-mEgCIR3739_1
	15.79
	2.52
	0.00
	6.91
	9.38

	QOWP_f
	1.01
	P1
	15
	mEgCIR3362_1-mEgCIR2110_1
	1.72
	0.27
	0.04
	3.24
	5.42

	qOWP_g
	1
	P2
	31
	EAAC/MCAT_245_4-mEgCIR3362_3
	31.62
	31.62
	0.03
	3.53
	1.72

	Total R2:
	15.07
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QOB_a
	-0.78
	P1
	5
	PJ21_1-sMg00207_1
	6.84
	6.84
	0.04
	3.22
	3.56

	QOB_b
	-0.84
	P1
	10
	EAGG/MCAA_122_7-EACT/MCAA_067_13
	6.78
	5.85
	0.03
	3.59
	4.86

	Total R2:
	8.11
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QSF_a
	1.06
	P1
	2
	EAAC/MCAC_065_8-SFB00154_MseI
	31.90
	14.94
	0.00
	5.89
	8.63

	QSF_b
	0.94
	P1
	7
	sMo00072_1-EACT/MCAA_216_5
	6.84
	0.00
	0.00
	6.61
	6.92

	QSF_c
	1.21
	P1
	9
	mEgCIR3782_1-DHP3_1
	14.53
	6.41
	0.00
	9.93
	14.07

	QSF_d
	-1.19
	P1
	9
	sEg00087_1-sEg00038_CNH01303_1
	22.03
	0.00
	0.00
	11.67
	9.67

	QSF_e
	0.67
	P1
	13
	EACT/MCAA_148_7-sMg00063_2
	9.48
	9.48
	0.05
	3.17
	3.82

	QSF_f
	-0.75
	P1
	15
	mEgCIR3587_1-mEgCIR0878a_1
	0.89
	0.00
	0.03
	3.78
	4.93

	qSF_g
	0.73
	P2
	23
	mEgCIR3878_1-EAAT/MCAT_219_1
	3.39
	3.39
	0.02
	3.86
	4.75

	qSF_h
	0.67
	P2
	23
	EAAC/MCTT_389_1-mEgCIR0803_1
	19.66
	0.00
	0.05
	3.08
	2.77

	qSF_i
	0.85
	P2
	29
	PJ23_3-EACT/MCTT_353_2
	26.27
	19.52
	0.02
	4.15
	5.43

	Total R2:
	39.15
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QWFI_a
	-11.77
	P1
	5
	mEgCIR0795_1-EACT/MCAG_372_1
	5.93
	5.93
	0.04
	3.24
	3.15

	QWFI_b
	15.52
	P1
	7
	sMg00076_1-sMo00072_1
	12.28
	3.36
	0.01
	4.99
	7.21

	QWFI_c
	15.31
	P1
	7
	EACT/MCAA_216_5-mEgCIR3787_1
	40.68
	5.61
	0.01
	4.55
	4.61

	QWFI_d
	-12.18
	P1
	14
	mEgCIR0555_1-EACT/MCAT_156_2
	26.50
	26.50
	0.04
	3.41
	2.20

	QWFI_e
	-14.79
	P1
	15
	sMg00130_1-mEgCIR3739_1
	15.79
	0.00
	0.01
	5.03
	6.15

	qWFI_f
	15.22
	P2
	24
	mEgCIR0408a_1-sMo00007_1
	21.19
	4.64
	0.01
	4.75
	6.23

	qWFI_g
	-14.96
	P2
	31
	EAAC/MCAT_245_4-mEgCIR3362_3
	31.62
	31.62
	0.01
	5.37
	2.88

	Total R2:
	16.19
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QWPF_a
	1.3
	P1
	2
	EAAT/MCAG_461_1-sMg00199_1
	47.41
	47.41
	0.03
	3.53
	0.22

	QWPF_b
	-1.79
	P1
	2
	EAAC/MCAC_065_8-SFB00154_MseI
	31.90
	10.25
	0.01
	4.65
	6.38

	QWPF_c
	1.42
	P1
	5
	mEgCIR0795_1-EACT/MCAG_372_1
	5.93
	3.35
	0.02
	3.81
	5.41

	QWPF_d
	1.3
	P1
	5
	mEgCIR2577_1-sMg00082_1
	27.12
	0.00
	0.04
	3.33
	2.04

	QWPF_e
	-2
	P1
	7
	sMo00072_1-EACT/MCAA_216_5
	6.84
	0.00
	0.00
	8.55
	9.31

	QTL1
	
	Effect
	DES2
	
	LG3
	Interval
	I-C4 (cM)
	POS5 (cM)
	PRL6 (%)
	LOD7
	R2 (%)8

	QWPF_f
	-2.67
	P1
	9
	mEgCIR3782_1-DHP3_1
	14.53
	5.92
	0.00
	14.41
	19.38

	QWPF_g
	2.34
	P1
	9
	sEg00087_1-sEg00038_CNH01303_1
	22.03
	0.00
	0.00
	12.57
	9.83

	QWPF_h
	1.39
	P1
	15
	mEgCIR3587_1-mEgCIR0878a_1
	0.89
	0.00
	0.03
	3.61
	4.47

	qWPF_i
	-1.41
	P2
	23
	mEgCIR3878_1-EAAT/MCAT_219_1
	3.39
	3.39
	0.02
	4.05
	5.22

	Total R2:
	33.94
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	

	QWWP_a
	1.57
	P1
	7
	sMg00076_1-sMo00072_1
	12.28
	0.00
	0.00
	7.29
	8.52

	QWWP_b
	1.54
	P1
	7
	EACT/MCAA_216_5-mEgCIR3787_1
	40.68
	8.30
	0.01
	5.29
	6.01

	QWWP_c
	1.22
	P1
	14
	EAAC/MCAG_083_7-EAAC/MCAT_155_8
	11.02
	0.49
	0.02
	4.36
	5.58

	QWWP_d
	-1.2
	P1
	14
	mEgCIR0555_1-EACT/MCAT_156_2
	26.50
	26.50
	0.02
	4.16
	3.68

	QWWP_e
	-1.58
	P1
	15
	sMg00130_1-mEgCIR3739_1
	15.79
	0.75
	0.00
	7.10
	9.02

	QWWP_f
	-1.14
	P1
	15
	mEgCIR3362_1-mEgCIR2110_1
	1.72
	0.79
	0.01
	4.44
	5.94

	QWWP_g
	-1.23
	P1
	16
	EACT/MCA_301_1-SFB00020_RsaI
	25.00
	9.11
	0.03
	3.48
	4.84

	qWWP_h
	-1.04
	P2
	17
	EAAC/MCTT_160_2-sEg00113_1
	5.09
	5.09
	0.05
	3.18
	3.89

	qWWP_i
	1.3
	P2
	24
	mEgCIR0408a_1-sMo00007_1
	21.19
	4.99
	0.02
	4.23
	5.56

	qWWP_j
	-1.29
	P2
	31
	EAAC/MCAT_245_4-mEgCIR3362_3
	31.62
	31.62
	0.01
	4.99
	2.90

	Total R2:
	24.18
	
	
	
	
	
	
	
	

	
	
	
	
	
	
	
	
	
	




[bookmark: _GoBack]1-QTLs are named after the trait that they influence, with the prefix “q” if the QTL derives from the male parent and “Q” if from the female parent and are consecutively numbered “a, b, c, and so on”. 2- DES=descent from P1: ARK86D or P2: ML161P; 3-LG=linkage group; Interval=marker interval containing the QTL; 4-I-C=interval length (confidence); 5-POS=position of QTL from the left flanking marker of the interval; 6-PRL=probability for null hypothesis of no QTL; 7-LOD= logarithm of the odds; 8-R2=portion of total variance explained by the QTL. 
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