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Online Resource 4: Genome-wide association analysis based on Naive model. Manhattan and Quantile-Quantile (QQ) plots for (a)
flower type (FT), (b) flower diameter (FD), (¢) number of ray floret (NRF), and (d) disc flower diameter (DFD). Each dot represents
a SNP residing on GBS sequence tags. The SNPs above the broken line in the Manhattan plots indicate association with each trait
at a significant level at P < 1.088E-06.



