	Motif No
	width
	Best possible Match
	             Domain
	E-Value
	

	Motif-1
	37
	GDLVVCPEGTTCREPYLLRFSALFAELTDEIVPVAIN
	Glycerol-3-phosphate (1)-acyltransferase
	7.2e-226
	Block III /blockIV

	Motif-2
	41
	GGKSSIEVANYIQRVJADALGFECTNLTRKDKYLMLAGNEG
	ANCIENT UBIQUITOUS PROTEIN
	1.6e-196
	

	Motif-3
	50
	VLYVCNHRTLLDPVVJSVALGRPJSAVTYSJSKLSEJISPIKTVRLTRDR
	Glycerol-3-phosphate (1)-acyltransferase
	7.7e-212
	block I /block II

	Motif-4
	41
	SMFYGTTARGLKCLDPFFFFMNPRPTYEITFLNQLPKELTC
	ANCIENT UBIQUITOUS PROTEIN
	1.1e-178
	

	Motif-5
	50
	PREKYPKPLIFHDGRLAQRPTPLAALLTFLWLPIGIVLSILRIYLGIPLP
	ANCIENT UBIQUITOUS PROTEIN
	3.0e-165
	

	Motif-6
	32
	YGKRVVVTALPRVMVEPFLKEYLGADAVLGTE
	N/A
	1.4e-091
	

	Motif-7
	36
	TVVSDLDGTLLRSTSAFPYFMLVAFEAGGJLRALJL
	ANCIENT UBIQUITOUS PROTEIN
	2.7e-088
	

	Motif-8
	21
	VARAVLPKFYLEDVHPESFEV
	N/A
	1.5e-052
	

	Motif-9
	50
	PGVLVGKHKRLAVLKEFGEDSPDJGLGDRKTDFDFMSICKEGYMVPRSKC
	N/A
	7.4e-041
	

	Motif-10
	50
	YNKIFVDAFWNSRKQSFTMHLLQLMTSWAVVCDVWYLEPQNLKPGETAIE
	N/A
	1.1e-022
	



