[bookmark: _Hlk186142798]Supplementary Figure 1: The following primer details were employed in the study (a) Sequence and additional information of SSR primers; (b) Sequence information of SRAP primer combinations; (c) RAPD primer sequence information
	SSR Markers (a)

	No
	Primer Name
	Forward Sequence (5’-3’)
	Reverse Sequence (5’-3’)
	Chromosome

	1
	CP10081
	AGGGCTAAGCCGTCTAAA
	CTCTTCATGTCCACCCTG
	2

	2
	HpmshpMADS
	TGCTTTCAAAACAATTTGCATGG
	GCGTCTAATGCAAAACACACATTAC
	8

	3
	GP20117
	TGACAGCTACCGAAAATGA
	CCTCTAATGCTGACGTGAA
	11

	4
	Hpms1155
	ACGAGGCCCAAGCTGTTATGTC
	TTGTCCCGACTCTCCATTGACC
	8

	5
	CP10023
	CACCATGTAGCATCTGGG
	GATGGATGGATCGACAGA
	12

	6
	Hpms162
	CATGAGGTCTCGCATGATTTCAC
	GGAGAAGGACCATGTACTGCAGAG
	8

	7
	CA514272
	ATCTATTTTCCTCCGGCGAC
	CGGTAAGCTGCCTTGATCTC
	2

	8
	Hpms13
	TGGGAAATAGGATGCGCTAAACC
	AACTTTAAGACTCAAAATCCATAACC
	9

	9
	Hpms1117
	ACCCAAATTTGCCTTGTTGAT
	AATCCATAACCTTATCCCATAAA
	9

	10
	GPMS171
	TCCACCACAATATTTCGAAGG
	GGCTGTCCAACACTGTGAG
	9

	11
	CA525390
	GGAAACTAAACACACTTTCTCTCTC
	ACTGGACGCCAGTTTGATTC
	11

	12
	CA516439
	GACAGTCTTTCAAGAACTAGAGAGAG
	TGGAGCAAACACAGCAGAAC
	10

	13
	GP20068
	TTCCCTGTGAAAACACTG
	TGTTCAACTGCTCTGAGAC
	10

	14
	C2At1g44760
	ACGAGGCGCCCTCTCTC
	GAGTCCAAACTGAAGCTGCC
	6

	15
	GP20036
	TTTGGACCCTTTCCCTAC
	GGATCAAGTAGGCGTTGA
	11

	16
	Hpms245
	CGAAAGGTAGTTTTGGGCCTTTG
	TGGGCCCAATATGCTTAAGAGC
	5

	17
	At1g14810
	GCATTAGTGGTGTTGGAC
	GACAGGCAAGGCTATGTC
	8

	18
	BM59622
	CGTCTTTCACTTGTCTTTTGTTC
	AGTGGGTTCACTGACTTGGG
	3

	19
	Hpms141
	GGGTATCATCCGTTGAAAGTTAGG
	CAAGAGGTATCACAACATGAGAGG
	1-8

	20
	CAeMS060
	ATCAAGACAACAACATCA
	GTTTCGCCTATCAACAATC
	6

	21
	Hpms143
	AACCAGCAATCCCATGAAAACC
	GGGCTTTGGGGAGAATAGTGTG
	8

	22
	CA847460
	ACGAGGCGCCCTCTCTC
	GAGTCCAAACTGAAGCTGCC
	8

	23
	GP20095
	GGTTATTAATCCGGTTTCG
	TGTTGTTAGGAGAAATTAAGA
	1-8

	24
	CP10060
	TCTCTCGTTTCTTTTCCG
	CCGAACTTGTAGTGCCTG
	1



	SRAP Markers (b)

	No
	Primer Name
	Forward Sequence (5’-3’)
	Reverse Sequence (5’-3’)

	1
	EM1 ME2
	TGAGTCCAAACCGGAGC
	GACTGCGTACGAATTAAT

	2
	EM3 ME6
	TGAGTCCAAACCGGACA
	GACTGCGTACGAATTGAC

	3
	EM3 ME10
	TGAGTCCAAACCGGAAA
	GACTGCGTACGAATTGAC

	4
	EM4 ME9
	TGAGTCCAAACCGGAGG
	GACTGCGTACGAATTTGA

	5
	EM4 ME13
	TGAGTCCAAACCGGAAG
	GACTGCGTACGAATTTGA

	6
	EM5 ME8
	TGAGTCCAAACCGGACT
	GACTGCGTACGAATTAAC

	7
	EM5 ME13
	TGAGTCCAAACCGGAAG
	GACTGCGTACGAATTAAC

	8
	EM5 ME12
	TGAGTCCAAACCGGAGA
	GACTGCGTACGAATTAAC

	9
	EM5 ME11
	TGAGTCCAAACCG GAAC
	GACTGCGTACGAATTAAC

	10
	EM6 ME13
	TGAGTCCAAACCGGAAG
	GACTGCGTACGAATTGCA

	11
	EM6 ME1
	TGAGTCCAAACCGGATA
	GACTGCGTACGAATTGCA

	12
	EM6 ME6
	TGAGTCCAAACCGGACA
	GACTGCGTACGAATTGCA

	13
	EM7 ME6
	TGAGTCCAAACCGGACA
	GACTGCGTACGAATTCAA

	14
	EM8 ME7
	TGAGTCCAAACCGGACG
	GACTGCGTACGAATTCAC

	15
	EM9 ME1
	TGAGTCCAAACCGGATA
	GACTGCGTACGAATTCAG

	16
	EM10 ME5
	TGAGTCCAAACCGGAAG
	GACTGCGTACGAATTCAT

	17
	EM10 ME6
	TGAGTCCAAACCGGACA
	GACTGCGTACGAATTCAT

	18
	EM10 ME11
	TGAGTCCAAACCGGAAC
	GACTGCGTACGAATTCAT

	19
	EM11 ME11
	TGAGTCCAAACCGGAAC
	GACTGCGTACGAATTCTA

	20
	EM11 ME12
	TGAGTCCAAACCGGAGA
	GACTGCGTACGAATTCTA

	21
	EM11 ME8
	TGAGTCCAAACCGGACT
	GACTGCGTACGAATTCTA

	22
	EM12 ME10
	TGAGTCCAAACCGGAAA
	GACTGCGTACGAATTCTC

	23
	EM13 ME5
	TGAGTCCAAACCGGAAG
	GACTGCGTACGAATTCTG

	24
	EM13 ME3
	TGAGTCCAAACCGGAAT
	GACTGCGTACGAATTCTG

	25
	EM14 ME1
	TGAGTCCAAACCGGATA
	GACTGCGTACGAATTCTT

	26
	EM15 ME3
	TGAGTCCAAACCGGAAT
	GACTGCGTACGAATTGAT

	27
	EM16 ME3
	TGAGTCCAAACCGGAAT
	GACTGCGTACGAATTGTC

	28
	EM16 ME4
	TGAGTCCAAACCGGACC
	GACTGCGTACGAATTGTC

	29
	EM16 ME10
	TGAGTCCAAACCGGAAA
	GACTGCGTACGAATTGTC

	30
	EM16 ME13
	TGAGTCCAAACCGGAAG
	GACTGCGTACGAATTGTC

	31
	EM16 ME8
	TGAGTCCAAACCGGACT
	GACTGCGTACGAATTGTC



	RAPD Markers (c)

	No
	Primer Name
	Sequence (5’-3’)

	1
	OP108
	TTTGCCGGT

	2
	OPAC10
	AGCAGCGAGG

	3
	OPAH2
	GGCAGTTCTC

	4
	OPB01
	GTTTCGCTCC

	5
	OPB20
	CCTTGACGCA

	6
	OPM19
	CCTTCAGGCA

	7
	OPM10
	TCTGGCGCAC

	8
	OPM11
	GTCCACTGTG

	9
	OPL04
	GACTGCACAC

	10
	OPI03
	CAGAAGCCCA

	11
	TIB17
	GTTCGCTCCC

	12
	TIBMBB04
	ACCAGGTCAC



