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Table S1. EST-SSR loci for Myrciaria dubia used in this study: Locus, primer sequences, repeat motifs, expected fragment size (bp), and GenBank accession from Rojas et al. (2008). Lab code, and forward-dye labeling, multiplex assignment used in the present study.
	Lab code

	locus
	Primers Sequence
(F: forward, R: revers)
	Motif
(EST-SSR)
	Size (bp)
	Multiplex / Label
	GenBank
code

	MD-02
	MDI004
	F‐GTACAGCTCCCAGCAGGAGT
	(TCT)10
	189
	C2/NED

	EX151485

	
	
	R-AGGAACTTGAGGGTCATCCA
	
	
	
	

	MD-04
	MDI007
	F‐ CTCGGAGGCACAAGTTAAGC
	(TCT)10
	174
	C2/HEX
	EX151487

	
	
	R‐GCCCATGGAGACAACATCTC
	
	
	
	

	MD-05
	MDI009
	F‐CATGTTGAGTCCAGCCACTG
	(GA)5N(GA)13
	165
	C3/6-FAM
	EX151488

	
	
	R‐CCCTACTACCCTTGCCAAAA
	
	
	
	

	MD 06
	MDI010
	F-TTTCGATCGCTGCCCTTT
	(TCT)13
	207
	C3/NED
	EX151489

	
	
	R‐GGGACGACCAGTCAACCTC
	
	
	
	

	MD-07
	MDI013
	F‐CGACCTCTCCCCGGAAGT
	(CAT)14
	161
	C2/6-FAM

	EX151490

	
	
	R‐CTCGTCGGTCGGGTAAAAC
	
	
	
	

	MD-08
	MDI015
	F‐TTCTGGAGTCGTCAGTGGAA
	(TC)12
	183
	C3/HEX
	EX151491

	
	
	R‐ CAACACGAGCAGCATCACTT
	
	
	
	




