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Table S1.  List of primers used for PCR screening and expression analysis of heterologous genes in transgenic mulberry lines

	Gene
	Primer name
	The sequence of primer (5'-3')
	Primer length (bp)
	Ta (οC) used
	Amplified product size (bp)
	Application

	AtDREB2A
	AtDREB2A_F
	TATGGTCCTTTGGCTCGTCT
	20
	55
	444
	PCR

	
	AtDREB2A_R
	CACATCGTCGCCATTTAGGT
	20
	
	
	PCR

	AtSHN1
	AtSHN1_F
	AAAGGAAACGGAGGATTTGG
	20
	52
	432
	PCR

	
	AtSHN1_R
	CAGTGGTCGGAGCAAGAATAG
	21
	
	
	PCR

	AtDREB2A
	AtDREB2A_F
	CAGGCTTTGGCTTGGTACTTTC
	22
	60
	176
	qPCR

	
	AtDREB2A_R
	CACAACCAGGAGTCTCAACAGT
	22
	
	
	qPCR

	AtDREB2A
	AtSHN1_F
	CCAAACTGAGGAAATGCTGCAA
	22
	60
	170
	qPCR

	
	AtSHN1_R
	AGTAGTCTCTTGGGAGGAGCTT
	22
	
	
	qPCR

	MaActin 3
	actin 3_F
	GAGGGCCGTGTTCCCCAGCATCGTC
	25
	60
	106
	qPCR

	
	actin 3_R
	TCTTTTTGATTGAGCCTCATCCCCT
	25
	
	
	qPCR
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Fig. S1 PCR screening of co-expressing transgenic mulberry lines grown under well-watered conditions. (a) PCR analysis of transgenic mulberry plants using AtDREB2A gene-specific primers having 444 bp as the expected product size.  (b) PCR analysis of transgenic mulberry plants using AtSHN1 gene-specific primers having 432 bp as the expected product size. Where, lanes, L: 100 bp marker; 1: negative control (wild-type plant); 2: plasmid positive control (pCAMBIA1302 plasmid containing AtDREB2A and AtSHN1 genes); 3, 4 and 5: three transgenic mulberry lines (M_C1_2, M_C1_5 and M_C1_13); WT: genetically non-transformed mulberry plant
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Fig. S2 The leaves of the six-month-old transgenic lines show a more greenish and shiny appearance than the WT plants under well-watered conditions. WT: wild-type plant; M_C1_2, M_C1_5 and M_C1_13: transgenic lines
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[bookmark: _GoBack]Fig. S3 Biochemical parameters of three transgenic mulberry lines (M_C1_2, M_C1_5, and M_C1_13) and WT plants under well-watered conditions. (a) total soluble protein; (b) total soluble sugar; (c) chlorophyll content; Where FW: fresh weight. Data represent four biological replicates' mean ± standard error (SE). Means followed by the same lowercase letters within a column are not significantly different at P ≤ 0.05
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