Figure S1 Hierarchical clustering heatmap visualization of BvHDAs transcriptional dynamics under salt (a) and drought (b) perturbations. Genes were clustered based on expression profiles across salt- or drought-induced root and shoot samples, and clusters enriched with genes may be involved in salt or drought stress response. Color gradients were represented as Z-score normalized log2 (fold change). Sample nomenclature: Control-R/S (untreated root/shoot), 0.1M NaCl-R/S (salt-stressed roots/shoots), 5% PEG-R/S (5% PEG6000-exposed roots/shoots). 
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