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[bookmark: _GoBack]Fig S1. Expression and distribution of DEGs related to phenylpropanoid and lignin biosynthesis pathways. 
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Fig S2. Expression and distribution of DEGs related to plant hormone signaling. Red represents up-regulation, green represents down-regulation.


[image: 植物-致病菌影响]
Fig S3. Expression and distribution of DEGs related to plant-pathogen interaction. Red represents up-regulation, green represents down-regulation.
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PLANT-PATHOGEN INTERACTION
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