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Figure S1. Pan-cancer analysis of RPLP0, RPLP1 and RPLP2 expression. (A-C) The data from the TIMER database showing the mRNA levels of RPLP0 (A), RPLP1 (B) and RPLP2 (C) in various types of cancers and their corresponding control tissues.
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Figure S2. Confirmation of RPLP0, RPLP1 and RPLP2 overexpression in LUAD tissues. (A and B) The results from DriverDBv4 (A) and TNMplot (B) show that the mRNA expression of RPLP0, RPLP1 and RPLP2 are increased in LUAD tissues compared to control lung tissues.
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Figure S3. RPLP0 expression correlates to infiltration of multiple immune cell populations. GSCA data show a significant correlation between RPLP0 expression and the infiltrate score of Effector memory, CD8_T, Exhausted, Th1, DC, NKT, InfiltrationScore, NK, Tfh, Th2 or Macrophage in LUAD.
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Figure S4. RPLP1 expression is associated with infiltration of multiple immune cell populations. GSCA outcomes identify a significant correlation between RPLP1 expression and the infiltrate score of MAIT, Effector memory, Gamma delta, Monocyte, Central memory, Macrophage, Cytotoxic, CD4_T or InfiltrationScore in LUAD. 
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Figure S5. RPLP2 expression is linked to infiltration of multiple immune cell populations. GSCA data uncover a significant correlation between RPLP2 expression and the infiltrate score of Effector memory, Gamma delta, MAIT, exhausted, Monocyte, Neutrophil or NKT in LUAD.

Table S1. Databases used in the article.
	Database
	Website
	Aim

	TIMER
	http://timer.cistrome.org/
	To examine the mRNA expression of RPLP0, RPLP1 and RPLP2 in various cancers and measure the correlation among the expression of RPLP0, RPLP1 and RPLP2. 

	UALCAN
	https://ualcan.path.uab.edu/index.html
	To evaluate the differential mRNA expression of RPLP0, RPLP1 and RPLP2 as well as explore association between the expression of these ribosomal proteins and LUAD patient outcomes with indicated clinical features.

	DriverDBv4
	http://driverdb.tms.cmu.edu.tw/
	To evaluate the differential mRNA expression of RPLP0, RPLP1 and RPLP2. 

	TNMplot
	https://tnmplot.com/analysis/
	To evaluate the differential mRNA expression of RPLP0, RPLP1 and RPLP2.

	GEPIA
	http://gepia.cancer-pku.cn/
	To measure the correlation among the expression of RPLP0, RPLP1 and RPLP2.

	cBioPortal
	https://www.cbioportal.org/
	To measure the correlation among the expression of RPLP0, RPLP1 and RPLP2 as well as investigate the impact of CNV and promoter methylation level on the expression levels of RPLP0, RPLP1 or RPLP2.

	Kaplan-Meier Plotter
	https://kmplot.com/analysis/index.php?p
	To identify the correlation between the clinical outcomes of LUAD patients and RPLP0, RPLP1 or RPLP2 levels.

	GSCA
	https://guolab.wchscu.cn/GSCA/#/
	To investigate the impact of CNV and promoter methylation level on the expression levels of RPLP0, RPLP1 or RPLP2, explore the association between RPLP0, RPLP1 or RPLP2 expression and immune cell infiltration status as well as explore the correlation between the expression levels of RPLP0, RPLP1 or RPLP2 and drug sensitivity.

	TISIDB
	http://cis.hku.hk/TISIDB/
	To explore the association between RPLP0, RPLP1 or RPLP2 expression and immune cell infiltration status.

	GDSC
	https://www.cancerrxgene.org/
	To explore the correlation between the expression levels of RPLP0, RPLP1 or RPLP2 and drug sensitivity.
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