Table 1 Genes involved in the OS-associated risk gene model 
	No.
	Gene
	coef
	exp(coef)
	se(coef)
	z
	Pr(>|z|)

	1
	TRIP13
	0.247208
	1.280445
	0.13104
	1.886504
	0.059227

	2
	KIF4A
	-0.37905
	0.684509
	0.172709
	-2.19476
	0.028181

	3
	CENPA
	0.526753
	1.693425
	0.171171
	3.077349
	0.002089

	4
	CDCA8
	0.612972
	1.84591
	0.212752
	2.881165
	0.003962

	5
	CTSV
	0.134163
	1.143579
	0.040975
	3.274253
	0.001059

	6
	NUF2
	-0.38061
	0.683443
	0.170913
	-2.22693
	0.025952

	7
	SGOL2
	0.540522
	1.716904
	0.199505
	2.709321
	0.006742

	8
	PBK
	0.376136
	1.456645
	0.15677
	2.399277
	0.016427

	9
	BUB1
	-0.34364
	0.709183
	0.184432
	-1.86325
	0.062427

	10
	CBX2
	0.217606
	1.243098
	0.071336
	3.050441
	0.002285

	11
	UBE2C
	-0.288
	0.749763
	0.132952
	-2.16618
	0.030298

	12
	IQGAP3
	0.242347
	1.274236
	0.093584
	2.58961
	0.009608

	13
	CDCA2
	-0.26198
	0.769529
	0.172426
	-1.51935
	0.128674

	14
	KIF18B
	-0.36268
	0.695807
	0.180832
	-2.00564
	0.044895



