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Fig. S1 Phylogenetic tree rendered by Bayesian analysis of the recombination activation gene 

sequence dataset. Numbers at the nodes indicate posterior probabilities of BI / bootstrap values of ML 

> 50 %; lower values indicated with –. Topologies not present in ML indicated with “ne” (non-

existing). 

  



 

Fig. S2 Haplotype network reconstruction for A. albidus /A. arborella complex based on the complete 

(short-sequence, 496 bp) cyt b dataset assessed by a statistical parsimony method. Missing 

intermediate haplotypes are shown as small empty circles. A line between two neighbouring 

haplotypes indicates one mutational step. Frequency of the cyt b haplotype groups in each region is 

shown in the map. Abbreviations in legend: N = northern, C = central, NC = north-central, SE = south-

eastern  

 


