Supplementary Materials
Online Resource 1. Excel file with tabs containing the following information: (1) metadata about the file, (2) sample data, (3) information Greenlandic mOTUs delimited from the data collected in this study, (4) information about DNA sequences obtained in this study, (5) final number of species delimited by ABGD and ASAP for each analysed species complex, (6) information about individuals / sequences of the global data set, (7) species richness estimates for each analysed species complex, (8) bootstrap-based pairwise comparison of Chao1 richness in between analysed species complexes (9) summary of p-distances within and between putative species.
Online Resource 2. Matrices of p-distances calculated for each species complex and R script used for the analyses (zip).
Online Resource 3. Individual-level data on species present across different countries for and R script for species richness analyses and visualization.
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