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Table S1 Specimens used for molecular analyses in this study, with corresponding voucher information, sampling locations, GenBank accession numbers and reference
	Taxon
	Voucher
	Sampling area
	GenBank Accession
(18S, 28S, COI)
	Reference

	Halichaetonotus aculifer
	Hac1_Med
	Chioggia, Italy; 45°13’12”N,
12°16’47.99”E
	PZ675216, PZ752136, QB043055
	Present study

	“
	Hac2_Med
	“
	PZ675217, PZ752137, QB043056
	Present study

	“
	Hac3_Med
	“
	PZ675218, PZ752138, QB043057
	Present study

	“
	Hac4_Med
	“
	PZ675219, PZ752139, QB043058
	Present study

	“
	Hac5_Med
	“
	PZ675220, PZ752140, QB043059
	Present study

	“
	Hac6_NS
	Katwijk beach, Netherlands; 52°11’48.84”N, 4°22’57.28”E
	PZ675221, PZ752141, QB043060
	Present study

	“
	Hac7_NS
	“
	PZ675222, PZ752142, QB043061
	Present study

	“
	Hac8_NS
	“
	PZ675223, PZ752143, QB043062
	Present study

	“
	Hac9_NS
	“
	PZ675224, PZ752144, QB043063
	Present study

	“
	Hac10_NS
	“
	PZ675225, PZ752145, QB043064
	Present study

	Halichaetonotus atlanticus
	Hat1_Med
	Viareggio, Italy; 43°52’2.06”N, 10°15’2.181”E
	PZ675226, PZ752155, QB043065
	Present study

	“
	Hat2_Med
	“
	PZ675227, PZ752156, QB043068
	Present study

	“
	Hat3_Med
	“
	PZ675228, PZ752157, QB043069
	Present study

	“
	Hat4_Med
	“
	PZ675229, PZ752158, QB043067
	Present study

	“
	Hat5_Med
	“
	PZ675230, PZ752159, QB043066
	Present study

	“
	Hat6_NS
	Katwijk beach, Netherlands; 52°11’48.84”N, 4°22’57.28”E
	PZ675231, PZ752160, QB043070
	Present study

	“
	Hat7_NS
	“
	PZ675232, PZ752161, QB043071
	Present study

	“
	Hat8_NS
	“
	PZ675233, PZ752162, QB043072
	Present study

	“
	Ht796_NS
	
	-, -, QB043073
	Present study

	“
	Ht758_NS
	
	-, -, QB043074
	Present study

	“
	Ht773_NS
	
	-, -, QB043075
	Present study

	“
	Ht834_NS
	
	-, -, QB043076
	Present study

	Turbanella bocqueti
	Tbo1_Med
	Sicily, Italy; 36°47’20.238”N, 14°29’31.97”E
	PZ675234, PZ752146, QB043078
	Present study

	“
	Tbo2_Med
	“
	PZ675235, PZ752147, QB043077
	Present study

	“
	Tbo3_Med
	“
	PZ675236, PZ752148, QB043079
	Present study

	“
	Tbo4_Med
	“
	PZ675237, PZ752149, QB043080
	Present study

	“
	Tbo5_Med
	“
	PZ675238, PZ752150, QB043081
	Present study

	“
	Tbo6_NS
	Texel, Netherlands; 53°9’31.44”N, 4°48’54.15”E
	PZ675239, PZ752151, QB043082
	Present study

	“
	Tbo7_NS
	“
	PZ675240, PZ752152, QB043083
	Present study

	“
	Tbo8_NS
	“
	PZ675241, PZ752153, QB043084
	Present study

	“
	Tbo9_NS
	“
	PZ675242, PZ752154, QB043085
	Present study

	“
	L1009061I
	Canet-Plage, France; 42°40'02.4"N, 3°02'08.9"E
	-, -, JN086988
	Kieneke et al., 2012

	“
	L1009061J
	“
	-, -, JN086989
	“

	“
	L1007241I
	Saint Lunaire, France; 48°38'14.8"N, 2°06'32.4"W
	-, -, JN086987
	“

	“
	Tbo_Mt54
	Tramore, Ireland; 52°09’24”N; 7°08’12”W
	-, -, JF432046
	Todaro et al., 2011

	Xenotrichula intermedia
	Xin1_Med_Lig
	Bocca di Magra, Italy; 44°02'05.3"N, 9°58'52.6"E
	PZ675243, PZ752163, QB043086
	Present study

	“
	Xin2_Med_Lig
	“
	PZ675244, PZ752164, QB043087
	Present study

	“
	Xin3_Med_Lig
	“
	PZ675245, PZ752165, QB043088
	Present study

	“
	Xin4_Med_Lig
	“
	PZ675246, PZ752166, QB043089
	Present study

	“
	Xin5_Med_Lig
	“
	PZ675247, PZ752167, QB043090
	Present study

	“
	Xin6_Med_Adr
	Milano Marittima, Italy; 44°16 36.1″N, 12°21′21″E
	PZ675248, PZ752168, QB043091
	Present study

	“
	Xin7_Med_Adr
	“
	PZ675249, PZ752169, QB043092
	Present study

	“
	Xin8_Med_Adr
	“
	PZ675250, PZ752170, QB043093
	Present study

	“
	Xin9_Med_Adr
	“
	PZ675251, PZ752171, QB043094
	Present study

	“
	Xin10_Med_Adr
	“
	PZ675252, PZ752172, QB043095
	Present study

	“
	Xin16_NS
	Texel, Netherlands; 53°9’31.44”N, 4°48’54.15”E
	PZ675253, PZ752173, QB043096
	Present study

	“
	Xin17_NS
	“
	PZ675254, PZ752174, QB043097
	Present study

	“
	Xin18_NS
	“
	PZ675255, PZ752175, QB043098
	Present study

	“
	Xin19_NS
	“
	PZ675256, PZ752176, QB043099
	Present study

	“
	Xin20_NS
	“
	[bookmark: _GoBack]PZ675257, PZ752177, QB043100
	Present study

	“
	Xin_Mt82
	Mahdia, Tunisia; 35°30’57.0”N; 11°03’00”E
	-, -, JF432048
	Todaro et al., 2011
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Table S2 Uncorrected p-distance comparison of the Xenotrichula intermedia specimens involved in the study, calculated from the COI alignment. Regular numbers indicate ingroup distances, bold and italic numbers indicate distances between groups; italic numbers indicate distances for sequences sourced from GenBank
	
	Med_Lig
	Med_Adr
	NS
	Tunisia

	
	Xin1
	Xin2
	Xin3
	Xin4
	Xin5
	Xin6
	Xin7
	Xin8
	Xin9
	Xin10
	Xin16
	Xin17
	Xin18
	Xin19
	Xin20
	Xin_Mt82

	Med_Lig
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin1
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin2
	0.0036
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin3
	0.0055
	0.0055
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin4
	0.0182
	0.0146
	0.0128
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin5
	0.0055
	0.0055
	0.0073
	0.0200
	
	
	
	
	
	
	
	
	
	
	
	

	Med_Adr
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin6
	0.1548
	0.1548
	0.1566
	0.1603
	0.1530
	
	
	
	
	
	
	
	
	
	
	

	Xin7
	0.1566
	0.1566
	0.1585
	0.1621
	0.1548
	0.0018
	
	
	
	
	
	
	
	
	
	

	Xin8
	0.1566
	0.1566
	0.1585
	0.1621
	0.1548
	0.0091
	0.0073
	
	
	
	
	
	
	
	
	

	Xin9
	0.1512
	0.1512
	0.1530
	0.1566
	0.1494
	0.0109
	0.0091
	0.0055
	
	
	
	
	
	
	
	

	Xin10
	0.1566
	0.1566
	0.1585
	0.1621
	0.1548
	0.0073
	0.0055
	0.0091
	0.0109
	
	
	
	
	
	
	

	NS
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Xin16
	0.2623
	0.2623
	0.2587
	0.2605
	0.2568
	0.2732
	0.2750
	0.2696
	0.2696
	0.2787
	
	
	
	
	
	

	Xin17
	0.2659
	0.2659
	0.2623
	0.2641
	0.2605
	0.2714
	0.2732
	0.2678
	0.2678
	0.2769
	0.0073
	
	
	
	
	

	Xin18
	0.2587
	0.2587
	0.2550
	0.2568
	0.2532
	0.2696
	0.2714
	0.2659
	0.2659
	0.2750
	0.0036
	0.0073
	
	
	
	

	Xin19
	0.2659
	0.2659
	0.2623
	0.2641
	0.2605
	0.2750
	0.2769
	0.2714
	0.2714
	0.2805
	0.0036
	0.0109
	0.0073
	
	
	

	Xin20
	0.2605
	0.2605
	0.2568
	0.2587
	0.2550
	0.2714
	0.2732
	0.2678
	0.2678
	0.2769
	0.0018
	0.0055
	0.0018
	0.0055
	
	

	Xin_Mt82
	0.1275
	0.1275
	0.1293
	0.1403
	0.1293
	0.1585
	0.1603
	0.1530
	0.1585
	0.1603
	0.2641
	0.2641
	0.2605
	0.2678
	0.2623
	









Table S3 Haplotype frequency and corresponding specimens in the examined Xenotrichula intermedia populations
	Haplotype 
	Frequency
	Specimens

	Hap_1
	1
	Xin1_Med_Lig

	Hap_2
	1
	Xin2_Med_Lig

	Hap_3
	1
	Xin3_Med_Lig

	Hap_4
	1
	Xin4_Med_Lig

	Hap_5
	1
	Xin5_Med_Lig

	Hap_6
	1
	Xin6_Med_Adr

	Hap_7
	1
	Xin7_Med_Adr

	Hap_8
	1
	Xin8_Med_Adr

	Hap_9
	1
	Xin9_Med_Adr

	Hap_10
	1
	Xin10_Med_Adr

	Hap_11
	1
	Xin16_NS

	Hap_12
	1
	Xin17_NS

	Hap_13
	1
	Xin18_NS

	Hap_14
	1
	Xin19_NS

	Hap_15
	1
	Xin20_NS

	Hap_16
	1
	Xin_Mt82_Tunisia




Table S4 Uncorrected p-distance comparison of the Halichaetonotus aculifer specimens examined in the study, calculated from the COI alignment. Regular numbers indicate ingroup distances, bold numbers indicate distances between groups 
	
	Med
	NS

	
	Hac1
	Hac2
	Hac3
	Hac4
	Hac5
	Hac6
	Hac7
	Hac8
	Hac9
	Hac10

	Med
	
	
	
	
	
	
	
	
	
	

	Hac1
	
	
	
	
	
	
	
	
	
	

	Hac2
	0.0044
	
	
	
	
	
	
	
	
	

	Hac3
	0.0030
	0.0015
	
	
	
	
	
	
	
	

	Hac4
	0.0089
	0.0044
	0.0059
	
	
	
	
	
	
	

	Hac5
	0.0118
	0.0074
	0.0088
	0.0118
	
	
	
	
	
	

	NS
	
	
	
	
	
	
	
	
	
	

	Hac6
	0.1391
	0.1370
	0.1355
	0.1386
	0.1429
	
	
	
	
	

	Hac7
	0.1346
	0.1325
	0.1311
	0.1342
	0.1384
	0.0044
	
	
	
	

	Hac8
	0.1361
	0.1340
	0.1325
	0.1357
	0.1399
	0.0088
	0.0044
	
	
	

	Hac9
	0.1667
	0.1644
	0.1630
	0.1662
	0.1689
	0.0385
	0.0356
	0.0400
	
	

	Hac10
	0.1346
	0.1325
	0.1311
	0.1342
	0.1384
	0.0044
	0.0000
	0.0044
	0.0356
	





Table S5 Haplotype frequency and corresponding specimens in the examined Halichaetonotus aculifer populations
	Haplotype 
	Frequency
	Specimens

	Hap_1
	1
	Hac1_Med

	Hap_2
	1
	Hac2_Med

	Hap_3
	1
	Hac4_Med

	Hap_4
	1
	Hac3_Med

	Hap_5
	1
	Hac5_Med

	Hap_6
	1
	Hac6_NS

	Hap_7
	2
	Hac7_NS, Hac10_NS

	Hap_8
	1
	Hac8_NS

	Hap_9
	1
	Hac9_NS




Table S6 Uncorrected p-distance comparison of the Halichaetonotus atlanticus specimens examined in the study, calculated from the COI alignment. Regular numbers indicate ingroup distances, bold numbers indicate distances between groups
	
	Med
	NS

	
	Hat1
	Hat2
	Hat3
	Hat4
	Hat5
	Hat6
	Hat7
	Hat8
	Ht796
	Ht758
	Ht773
	Ht834

	Med
	
	
	
	
	
	
	
	
	
	
	
	

	Hat1
	
	
	
	
	
	
	
	
	
	
	
	

	Hat2
	0.0031
	
	
	
	
	
	
	
	
	
	
	

	Hat3
	0.0046
	0.0076
	
	
	
	
	
	
	
	
	
	

	Hat4
	0.0107
	0.0138
	0.0153
	
	
	
	
	
	
	
	
	

	Hat5
	0.0030
	0.0061
	0.0076
	0.0137
	
	
	
	
	
	
	
	

	NS
	
	
	
	
	
	
	
	
	
	
	
	

	Hat6
	0.0320
	0.0352
	0.0351
	0.0428
	0.0351
	
	
	
	
	
	
	

	Hat7
	0.0396
	0.0427
	0.0426
	0.0473
	0.0426
	0.0335
	
	
	
	
	
	

	Hat8
	0.0274
	0.0305
	0.0304
	0.0351
	0.0304
	0.0107
	0.0320
	
	
	
	
	

	Ht796
	0.0350
	0.0382
	0.0381
	0.0397
	0.0381
	0.0152
	0.0365
	0.0107
	
	
	
	

	Ht758
	0.0274
	0.0305
	0.0304
	0.0351
	0.0304
	0.0107
	0.0320
	0.0000
	0.0107
	
	
	

	Ht773
	0.0274
	0.0305
	0.0304
	0.0351
	0.0304
	0.0107
	0.0320
	0.0000
	0.0107
	0.0000
	
	

	Ht834
	0.0274
	0.0305
	0.0304
	0.0351
	0.0304
	0.0107
	0.0320
	0.0000
	0.0107
	0.0000
	0.0000
	




Table S7 Haplotype frequency and corresponding specimens in the examined Halichaetonotus atlanticus populations
	Haplotype 
	Frequency
	Specimens

	Hap_1
	1
	Hat1_Med

	Hap_2
	1
	Hat2_Med

	Hap_3
	1
	Hat3_Med

	Hap_4
	1
	Hat4_Med

	Hap_5
	1
	Hat5_Med

	Hap_6
	1
	Hat6_NS

	Hap_7
	1
	Hat7_NS

	Hap_8
	4
	Hat8_NS, Ht758_NS, Ht773_NS, Ht834_NS

	Hap_9
	1
	Ht796_NS



	
	Med
	NS
	Ireland
	Normandy
	Med_Fra

	
	Tbo1
	Tbo2
	Tbo3
	Tbo4
	Tbo5
	Tbo6
	Tbo7
	Tbo8
	Tbo9
	Tbo_Mt54
	L1007241I
	L1009061J
	L1009061I

	Med
	
	
	
	
	
	
	
	
	
	
	
	
	

	Tbo1
	
	
	
	
	
	
	
	
	
	
	
	
	

	Tbo2
	0.0063
	
	
	
	
	
	
	
	
	
	
	
	

	Tbo3
	0.0124
	0.0078
	
	
	
	
	
	
	
	
	
	
	

	Tbo4
	0.0141
	0.0095
	0.0016
	
	
	
	
	
	
	
	
	
	

	Tbo5
	0.0015
	0.0078
	0.0139
	0.0156
	
	
	
	
	
	
	
	
	

	NS
	
	
	
	
	
	
	
	
	
	
	
	
	

	Tbo6
	0.0759
	0.0750
	0.0774
	0.0797
	0.0774
	
	
	
	
	
	
	
	

	Tbo7
	0.0947
	0.0940
	0.0947
	0.0972
	0.0963
	0.0730
	
	
	
	
	
	
	

	Tbo8
	0.0898
	0.0859
	0.0851
	0.0875
	0.0913
	0.0387
	0.0823
	
	
	
	
	
	

	Tbo9
	0.0805
	0.0797
	0.0820
	0.0844
	0.0820
	0.0077
	0.0761
	0.0402
	
	
	
	
	

	Tbo_Mt54
	0.0789
	0.0781
	0.0805
	0.0828
	0.0805
	0.0062
	0.0745
	0.0387
	0.0015
	
	
	
	

	L1007241I
	0.0789
	0.0781
	0.0805
	0.0828
	0.0805
	0.0062
	0.0745
	0.0387
	0.0015
	0.0000
	
	
	

	Med_Fra
	
	
	
	
	
	
	
	
	
	
	
	
	

	L1009061J
	0.0822
	0.0814
	0.0791
	0.0814
	0.0837
	0.0651
	0.0809
	0.0682
	0.0682
	0.0682
	0.0682
	
	

	L1009061I
	0.1084
	0.1109
	0.1084
	0.1109
	0.1099
	0.0867
	0.0714
	0.0882
	0.0882
	0.0882
	0.0882
	0.0884
	


Table S8 Uncorrected p-distance comparison of the Turbanella bocqueti specimens examined in the study, calculated from the COI alignment. Regular numbers indicate ingroup distances, bold and italic numbers indicate distances between groups; italic numbers indicate distances for sequences sourced from GenBank
Table S9 Haplotype frequency and corresponding specimens in the examined Turbanella bocqueti populations
	Haplotype 
	Frequency
	Specimens

	Hap_1
	1
	Tbo1_Med

	Hap_2
	1
	Tbo2_Med

	Hap_3
	1
	Tbo3_Med

	Hap_4
	1
	Tbo4_Med

	Hap_5
	1
	Tbo5_Med

	Hap_6
	1
	Tbo6_NS

	Hap_7
	1
	Tbo9_NS

	Hap_8
	2
	Tbo_Mt54, L1007241I

	Hap_9
	1
	Tbo7_NS

	Hap_10
	1
	Tbo8_NS

	Hap_11
	1
	L1009061J

	Hap_12
	1
	L1009061I



