Table S1 COX mRNA profile in THP-1 macrophages
	COX-1 
Control
	COX-1 TNF+PGE2
	COX-2 
Control
	COX-2 TNF+PGE2

	3,14 + 1,27
	6,09 + 1,97
	2,48 + 1,57
	11,9 + 4,29



[bookmark: _GoBack]THP-1 were differentiated and cultured as described in the legend to figure 1.  COX mRNA and GAPDH mRNA of control and TNF+PGE2-stimulated cells was measured by real-time RT-qPCR as described in Methods. Plasmids (102 – 108 copies) containing COX or GAPDH cDNAs were used for preparing standard curves for the calculation of COX or GAPDH mRNA copy numbers. Data represent the mean + SEM of at least five independent RNA preparations. COX mRNA contents are expressed as copy number COX/PGES mRNA x 1000/copy number GAPDH mRNA.
