Supplementary Table 1. The sequences of primers used in this study
	Name
	Primer (5’-3’)

	β-actin-F
	TGCTATGTTGCCCTAGACTTCG

	β-actin-R
	GTTGGCATAGAGGTCTTTACGG

	SKA1-F
	CGGATGAGTTCAGTGGCGTA

	SKA1-R
	TCCATCTCCTGACCTTGTGC

	PIMREG-F
	AAGCATCCTACAGGAAGCCAG

	PIMREG-R
	AAGAGTCCTCTGGGGGAACA

	PRC1-F
	CAAGTGTGGCAAAGTACGCA

	PRC1-R
	CCAGAAGGGGGTAGTCGAGA

	AURKB-F
	TAGGTTTCGGCTTTTCCGGG

	AURKB-R
	TGGATTTCGATCTCTCGGCG

	RAP1A-F
	AAGATGAGCGGGTAGTTGGC

	RAP1A-R
	GGCAGGCAGCAAGAGCTTTA

	RAP1B-F
	GCGCGAGAGATCATCAGACAT

	RAP1B-R
	TCTTTCGTCTTCCAGGTCGC





Supplementary Table 2. The top 10 up-regulated and down-regulated DEGs
	Name
	Description
	log2FoldChange
	pval
	up/down

	H3F3C
	H3 histone family member 3C
	2.4387
	2.55E-93
	up

	S100B
	S100 calcium binding protein B
	1.3645
	7.42E-24
	up

	ITGB8
	integrin subunit beta 8
	1.2413
	1.72E-22
	up

	UCP3
	uncoupling protein 3
	1.4558
	6.21E-16
	up

	CADM4
	cell adhesion molecule 4
	1.482
	1.52E-14
	up

	ABRA
	actin-binding Rho activating protein
	1.0778
	2.72E-14
	up

	NGFR
	nerve growth factor receptor
	1.6562
	3.83E-14
	up

	APOD
	apolipoprotein D
	1.7448
	4.52E-14
	up

	AATK
	apoptosis-associated tyrosine kinase
	1.6102
	5.03E-13
	up

	CHRNE
	cholinergic receptor nicotinic epsilon subunit 
	1.0956
	4.33E-12
	up

	FAM111A
	FAM111 trypsin like peptidase A
	-3.896
	1.00E-100
	down

	PER2
	period circadian regulator 2
	-1.284
	3.84E-22
	down

	WEE1
	WEE1 G2 checkpoint kinase
	-1.026
	2.07E-15
	down

	HMOX1
	heme oxygenase 1
	-1.177
	1.59E-13
	down

	SERPINE1
	serpin family E member 1
	-1.101
	6.70E-13
	down

	PCLAF
	PCNA clamp associated factor
	-1.169
	1.65E-11
	down

	UOX
	urate oxidase
	-2.679
	2.22E-09
	down

	WFDC18
	WAP four-disulfide core domain 18
	-3.145
	2.63E-09
	down

	CENPF
	centromere protein F
	-1.119
	8.36E-09
	down

	S100A9
	S100 calcium binding protein A9
	-2.498
	1.93E-08
	down




