	GO ID
	Qualified GO term

	GO:000008635
	involved_in G2/M transition of mitotic cell cycle

	GO:000012235
	involved_in negative regulation of transcription by RNA polymerase II

	GO:00015585
	regulation of cell growth

	GO:000628135
	involved_in DNA repair

	GO:00063555
	regulation of DNA-templated transcription

	GO:00063575
	regulation of transcription by RNA polymerase II

	GO:00069745
	cellular response to DNA damage stimulus

	GO:000697835
	involved_in DNA damage response, signal transduction by p53 class mediator resulting in transcription of p21 class mediator

	GO:00070495
	cell cycle

	GO:000828435
	involved_in positive regulation of cell population proliferation

	GO:003287335
	involved_in negative regulation of stress-activated MAPK cascade

	GO:00421275
	regulation of cell population proliferation

	GO:004589235
	involved_in negative regulation of DNA-templated transcription

	GO:004589335
	involved_in positive regulation of DNA-templated transcription

	GO:004594435
	involved_in positive regulation of transcription by RNA polymerase II

	GO:004657835
	involved_in regulation of Ras protein signal transduction

	GO:005172635
	acts_upstream_of regulation of cell cycle

	GO:200037735
	involved_in regulation of reactive oxygen species metabolic process

	GO:200078135
	involved_in positive regulation of double-strand break repair
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