[bookmark: _GoBack]Supplementary Materials 1: Detailed methods statement for Eriksen et al. Broken bodies in domestic spaces: Evidence of violence and trauma in an atypical mortuary dataset from Iron and Viking Age Scandinavia

[bookmark: _fruzlyh1s0w7]SM1.1. Osteological methods
The BODY-POLITICS project conducted standard osteological and biomolecular analyses in collections across Scandinavia wherever possible. For the present article, eight out of 12 individuals were available for analysis while information on the remaining four was collated from previous reports and publications, due to museum closures. Most of the remains presented here are fragmentary and incomplete, often exhibiting extensive taphonomic damage due to complex mortuary processes. 
[bookmark: _2akwzy8rjvl9]Age, sex, and palaeopathology
[bookmark: ref3]Age estimation was based on standard methods including dental eruption and epiphyseal fusion for non-adults, the assessment of dental wear, and the degenerative changes of the auricular surface and pubic symphysis for adults [1, 2, 3, 4, 5, 6]. Sex determination methods included macroscopic assessment of pelvic morphology and cranial traits [4, 7, 8]. In addition to macroscopic methods, biological sex was confirmed with aDNA analysis for five individuals (see SM 1.2).

Indicators of dental health (e.g., periodontitis, caries, etc.), degenerative conditions (e.g., osteoarthritis), infectious, metabolic, and neoplastic diseases, as well as the presence of non-specific stress markers [e.g., cribra orbitalia, periosteal reaction, porotic hyperostosis, and enamel hypoplasia, e.g., 9, 10] were assessed with standard paleopathological methods [e.g., 19]. The presence/absence of mechanical stress markers such as Schmorl’s nodes was also recorded [e.g., 11].
[bookmark: _6xvm0p3gi8q8]Analysis and identification of direct skeletal trauma  
[bookmark: _1f1vx7u75ewf]Skeletal trauma was visually evaluated by the presence of fracture (i.e., the partial or complete break in the continuity of a bone), dislocation (i.e., the displacement of skeletal segments at the joint) and signs of healing [12, 13, 14, 15]. By assessing the timing of injuries, we distinguished lesions as antemortem and perimortem (e.g., evidence of healing including bone remodeling, callus formation) [15, 16, 17]. Fracture displacement and formation of pseudoarthrosis were also documented [18, 19].

Skeletal injuries were differentiated based on their class characteristics into blunt-force and sharp-force trauma [15, 20, 21]. Blunt-force trauma is caused by slow-load application on the body by a blunt object or surface, or by the slow-loaded impact of the body itself onto a blunt object or surface [15, 21, 22]. Such impact can be direct or indirect and can produce a variety of fracture types [15]. For direct impacts, there is a focal area where force disperses. For indirect impacts, fractures are usually the result of compression, tension, torsion, and/or shearing [16].

Sharp-force trauma is caused by a bladed or pointed object that has at least one sharp edge and can produce clean incisions with well-defined margins and a smooth surface. When involving bone, an irregular margin opposite the cut can also be observed, with the concurrent presence of flaking and a rough or jagged appearance [15]. Observations on the width, depth, and texture of kerfs – the cut or groove incised in the bone by sharp implements – can inform on the type of instrument used to inflict the injuries [20]. The presence of perforating and/or penetrating trauma due to the use of pointed instruments or projectiles (e.g., spears, arrows) was also documented [15].
The presence of recurring and multiple injuries was also assessed, as this can offer insights into the circumstances under which trauma occurred and the likelihood of exposure to injuries or violence during the life course [23, 24, 25]. This phenomenon has been likened to a ‘chronic disease closely related to social and economic background, thus linking trauma with individual experience’ [26; see also 24]. In this study, we classify injury recidivism as the co-occurrence of both ante- and perimortem lesions (healed or healing) in the same individual [24]; we also refer to multiple traumatic injuries to indicate the presence of more than one antemortem lesion in the same individual deriving from a single event or several events [24, 25].

[bookmark: _kwhelis368h3]SM1.2. Radiocarbon dating
Samples for AMS dating were taken from Individuals 1, 2, 3, 5, 6 and 11 at the Aalborg Magasin (DK) and the Moesgaard Museum (DK) by Dr Marie Louise Jorkøv and Dr Emma Tollefsen, then processed at the SUERC Radiocarbon Laboratory, Glasgow, UK. Detailed descriptions of the methods employed by the SUERC Radiocarbon Laboratory can be found in [27]. Additional radiocarbon dates for Individuals 7, 9, 10, and 12 were taken from the literature [28, 29, 30, 31, Ola Magnell, personal communication, 2025].

All radiocarbon estimates, both newly presented and from literature, were recalibrated for this article using OxCal 4.4.4 [32]. Calibrated BCE/CE dates are presented in their 2-sigma confidence interval (95.4% probability that the date at death occurred within the stated range). A key caveat is that some individuals in the dataset may routinely consume marine (Baltic or North Sea) and/or freshwater seafood in their lives, particularly in the later periods at hand (Merovingian and Viking Ages) when deep sea navigation is widely evident. Dietary isotope analysis is ongoing, and we can neither identify nor rule out a marine or freshwater reservoir effect on the dates presented, opening the possibility that some individuals may have died slightly later than the reported dates. This remains a known unknown at time of publication. 

[bookmark: _1pp7x5nzz2lg]SM1.3. Genetic sex estimation
Genetic sex estimation for 5 individuals is reported in this study (Table S1). Of these, four (Postgaarden VI X4420/X4440; Sdr Tranders X720 and X3160; and Rosengade 4278-PF) are presented in full in Scheib et al. [33]. Genetic sex estimation for Postgaarden VI X2753 is presented here for the first time; this individual’s genomic preservation was too poor to allow the full suite of population genetic analyses pursued in Scheib et al. (under review) but was sufficient to suggest chromosomal sex. 
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	Indiv.
	Lab ID
	Site
	Burial / context
	Skeletal ID
	Sample
	Sex
	No. of merged reads
	No. of human reads
	Proportion of human sequence
	Average read length
	Clonality (%)
	Short reads (%)
	Genome coverage

	Newly reported genome

	1
	A117016
	Postgården VI
	Floor A6014
	X2753
	Frontal fragment (posterior edge)
	XY
	25891570
	175322
	0.00804
	57.2756
	12.095051
	27.513720
	0.00229588

	Genomes further analysed in Scheib et al. [33]

	2
	A117019
	Postgården VI
	Burial A12843
	X4420
	L Intermed. Phalanx
	XY
	19082686
	6761948
	0.34441
	83.1637
	13.733935
	1.596060
	0.147389

	5
	A117022
	Sønder Tranders
	Burial A625
	X720
	Tooth (URM2)
	XY
	22767442
	13968897
	0.58520
	87.4597
	11.375084
	1.034794
	0.325269

	6
	A117025
	Sønder Tranders
	Burial A6651, House A6873
	X3160
	Tooth (URM2)
	XY
	31618859
	2756593
	0.08543
	95.4523
	11.962332
	2.129089
	0.0706076

	11
	A117036
	Århus, Rosengade
	Well A28
	4278-PF
	L Pars Petrosa
	XX
	44090485

	28149016
	0.56000
	56.0951
	11.398719

	1.945439

	0.383




Table S1 continues on next page






	Indiv.
	mtDNA coverage
	No. of mtDNA reads
	No. of X chr reads
	No. of Y chr reads
	Molecular sex - Ry
	Molecular sex - Rx
	5’ damage
	3’ damage
	mtDNA haplogroup
	mtDNA prediction quality
	Notes

	Newly reported genome

	1
	0.393687
	164
	4966
	1136
	Consist. with XY, but not XX
	XY
	0.359485
	0.367129
	Indet.
	0.5

	Mt haplogroup estimate below confidence threshold

	Genomes further analysed in Scheib et al. [33]

	2
	8.68839
	2895
	190121
	46638
	XY
	XY
	0.207234
	0.207077
	K2a3
	0.8703
	

	5
	30.2264
	9488
	396437
	107959
	XY
	XY
	0.200552
	0.199877
	H2a3a
	0.8466
	

	6
	9.37637
	2918
	76283
	20706
	XY
	XY
	0.206195
	0.205201
	J1c2e
	0.9127
	

	11
	27.9984
	14727
	1439197
	35554
	XX
	XX
	0.290429
	0.290287
	H1
	0.7714
	Osteo M



Table S1. Genetic results
[bookmark: _lmhhezg9pg2d]Facilities
The SciLifeLab Ancient DNA (AD) unit is located at two nodes: Stockholm University, Centre for Palaeogenetics, Svante Arrhenius väg 20C, Stockholm 106 91, Sweden; and Uppsala University, Evolutionary Biology Centre, Norbyvägen 18C, Uppsala 752 36, Sweden. Its cleanroom laboratories are positively pressurised, equipped with UV lamps in the ceilings and laminar flow hoods with HEPA-filters and UV systems. The cleanroom laboratories are separated from the common corridor by airlocks and access is restricted to authorised personnel.
The laboratory cleaning routines, maintenance and lab work follow strict ancient DNA guidelines [34]. Personnel wear a disposable body suit with hood, a hair net, a mask with visor, shoe covers, and three layers of gloves. Entry into the cleanroom laboratories is prohibited if personnel have been in another laboratory, unless they have showered and changed into a clean set of clothes. The cleanroom laboratories and equipment are frequently decontaminated with sodium hypochlorite solution, and/or RNase AWAY™ Surface Decontaminant (Thermo Scientific) solution, and/or UV irradiation. The pre-PCR and post-PCR laboratories at Stockholm University and Uppsala University are housed in other buildings, which are separated from the cleanroom laboratories
[bookmark: _r0kjp13nir91]Sampling and DNA extraction
Prior to sampling, each sample was decontaminated first by UV-irradiation (6 J/cm2 at 254 nm) of each surface for 20 min, and the exterior surface was removed mechanically using a Dremel tool. The sample was wiped with 0.5% sodium hypochlorite solution and UV-irradiated Milli-Q® water using sterile cotton swabs and subjected to additional UV-irradiation of each surface for 15 min.
A small piece, or sub-sample, weighing 60 -100 mg was cut from each sample using a Dremel tool fitted with a cutting disc or core-bit. DNA was extracted following a modified silica-based method, where urea was used in place of sodium dodecyl sulphate in the extraction buffer [35, 36]. Briefly, the sub-sample was first pre-treated with 1 ml of 0.5 M EDTA (Invitrogen) and incubated at 37 °C for 30 min [37]. The EDTA solution was removed and the sub-sample was digested with 1 ml of extraction buffer (1 M urea (Sigma-Aldrich) / EDTA) containing 0.4 mg/ml proteinase K (Sigma-Aldrich), and incubated with rotation at 37 °C for 17.3 h, and 55 °C for 5 h. Supernatant was collected from the digested sub-sample and concentrated using an Amicon Ultra-4 filter unit (Millipore). The DNA extract was purified with MinElute PCR purification kit (QIAGEN) according to manufacturer's instructions and eluted in a total volume of 110 μl Buffer EB (QIAGEN). For every 10 samples, one extraction blank (EB) was included as a negative control and carried along throughout the whole process. Qubit 1X dsDNA High Sensitivity assay (Invitrogen) was used to determine concentration of the DNA extract.
[bookmark: _5qk3ywy9qc1k]DNA library construction
Double-stranded DNA library for next generation sequencing was prepared from 20 μl DNA extract according to protocol with some modifications [38]. MinElute PCR purification kit was used to clean up enzymatic reactions instead of SPRI beads. For every 10 samples, one library blank (LB; water) and EB were included as negative controls and carried along throughout the whole process till the quality control step. The DNA library was quantified by real-time quantitative PCR (qPCR) in a 25-μl reaction using Maxima SYBR green master mix (Thermo Fisher Scientific), to determine the number of indexing cycles. The qPCR reaction was performed at 95 °C for 10 min, and 32 cycles of (95 °C for 30 s, 60 °C for 30 s, 72 °C for 30 s), and included a no-template control.
Dual-indexing PCR amplification of the DNA library was performed in two PCR reactions. Each 50-μl PCR reaction consists of 6 μl DNA library, 5 units AmpliTaq Gold DNA polymerase (Thermo Fisher Scientific), 1X GeneAmp Gold buffer (Thermo Fisher Scientific), 2.5 mM MgCl2, 250 μM of each dNTP, 0.2 μM P7-indexing primer and 0.2 μM P5-indexing primer [38]. The PCR reaction was performed at 94 °C for 10 min, 8 - 15 cycles of (94 °C for 30 s, 60 °C for 30 s, 72 °C for 45 s), and 72 °C for 10 min, and included a no-template control. The indexed DNA library, i.e. sequencing library, was purified with AMPure XP beads (Beckman Coulter) according to the manufacturer's instructions. Quality of the sequencing library was analysed with High Sensitivity D1000 DNA ScreenTape (Agilent) on the 4200 Tapestation System (Agilent), and the Qubit 1X dsDNA High Sensitivity assay (Invitrogen) was used for quantitation of the sequencing library.
[bookmark: _uynxgepw1m5d]DNA sequencing
Dual-indexed sequencing libraries were pooled in equimolar ratios and sequenced either Illumina NovaSeq S4 with v1.5 chemistry and 150 bp paired-end reads or Illumina NovaSeq X Plus system, 10B flow cell using XLEAP-SBS sequencing chemistry and 150 bp paired-end reads, at SciLife Labs.
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