Supplement
Participants in the balanced sample
In the balanced sample (i.e. matching participants from the original sample in a subsample for gender, age, and education), n = 524 participants were recruited (262 females) with a mean age of M = 25.32 (SD = 8.16), ranging from 18 to 65 years. Overall, 10.5% had a secondary school leaving certificate, 61.6% held a Baccalaureate-Diploma, and 27.9% had a university degree.
Analyses in the balanced sample 
A normal distribution for all variables in the balanced sample (n = 524) was observed. The influence of gender on the life satisfaction variables and positive affect was tested in the balanced sample. As in the complete sample, significant differences were observed for the variables health (F(1, 512) = 7.56, p = .006) and family (F(1, 512 = 5.15, p = .024), with females showing lower scores for health (MFemale = 7.39, SD = 2.04; MMale = 7.84, SD = 1.74) and higher scores for family (MFemale = 7.60, SD = 2.39; MMale = 7.12, SD = 2.43). No differences across gender were found for mood (t(1, 522) = 1.31, p = .190), however a significant positive association was found between mood and overall life satisfaction (r = .48, p < .001), and all specific life satisfaction variables (ranging between r = .19, p < .001 (income) and r = .43, p < .001 ( leisure)), and between mood and positive affect (r = .40, p < .001). Age was correlated with the life satisfaction variables job (r = .18, p = .001) and income (r = .18, p < .001). These findings are very similar to the findings in the complete sample, and, as above, the subsequent analyses were conducted using gender as a second fixed factor (besides genotype), and age and mood were included as covariates. The descriptive statistics for the life satisfaction variables and positive affect (balanced sample) are summarized in Table 2.
	Table S1. Descriptive statistics for life satisfaction (LS) variables, positive affect (PA), and mood in the balanced sample (N = 524).

	Variables
	N
	Mean
	SD
	Min
	Max
	Skew

	LS-Health
	524
	7.61
	1.92
	0
	10
	-1.39

	LS-Job
	524
	4.91
	3.75
	0
	10
	-.32

	LS-Income
	524
	4.59
	3.19
	0
	10
	-.05

	LS-Housing
	523
	7.33
	2.46
	0
	10
	-1.22

	LS-Leisure
	524
	7.23
	1.99
	0
	10
	-.82

	LS-Family
	524
	7.35
	2.44
	0
	10
	-1.16

	OLS
	523
	7.90
	1.80
	0
	10
	-1.38

	PA
	523
	34.85
	5.94
	10
	50
	-.34

	Mood
	524
	6.50
	1.70
	0
	10
	-.69

	OLS = Overall life satisfaction.


For the SNPs under investigation, the following genotype frequencies and Hardy-Weinberg equilibria were observed: RAPGEF6 (CC: n = 308, CT: n = 190, TT: n = 26; HWE: Χ2 = .23, df = 1, p = .633), NMUR2 (CC: n = 72, CT: n = 230, TT: n = 221; HWE: Χ2 = .96, df = 1, p = .328), CSE1L (AA: n = 312, AG: n = 180, GG: n = 24; HWE: Χ2 = .09, df = 1, p = .762), and 5-HTTLPR including rs25531 (triallelic approach) (L’L’: n = 235, L’S’: n = 218, S’S’: n = 71; HWE: Χ2 = 3.15, df = 1, p = .076). In the following paragraphs we will use the name of the genes which includes the respective SNP.
Associations for RAPGEF6, NMUR2, CSE1L and life satisfaction/ positive affect in the balanced sample
The findings for the association between RAPGEF6 and life satisfaction variables and positive affect were not significant: Overall life satisfaction F(2, 514) = .15, p = .865; health: F(2, 514) = .85, p = .428; job: F(2, 514) = .13, p = .879; income: F(2, 514) = .85, p = .427; housing: F(2, 514) = 2.96, p = .053; leisure: F(2, 514) = 1.18, p = .307; family: F(2, 514) = 2.53, p = .080; positive affect: F(2, 514) = 1.37, p = .255 (tested on genotype level CC vs. CT vs. TT).
Participants carrying at least one T-allele (T+: TT, TC) were tested against participants who were homozygous for the C-allele (T-: CC). Again, there were no significant results: Overall life satisfaction (F(1, 522) = .02, p = .882; health: F(1, 522) = .04, p = .838; job: F(1, 522) = .01, p = .929; income: F(1, 522) = .10, p = .755; housing: F(1, 522) = .09, p = .771; leisure: F(1, 522) = .03, p = .870; family: F(1, 522) = 3.26, p = .072; positive affect: F(1, 522) = 1.42, p = .234. Also, no significant results were found when analyzing C+ carriers versus C- carriers.
The interaction between gender and RAPGEF6 was not significant, independent of genotype grouping. 
For NMUR2, the results were as follows: Overall life satisfaction F(2, 513) = 2.66, p = .071; health: F(2, 513) = .56, p = .573; job: F(2, 513) = .80, p = .449; income: F(2, 513) = 1.10, p = .334; housing: F(2, 513) = 1.38, p = .254; leisure: F(2, 513) = .34, p = .712; family: F(2, 513) = 2.38, p = .094; positive affect: F(2, 513) = .99, p = .373 (tested on genotype level CC vs. CT vs. TT).
When testing C+ (CC, TC) vs. C- (TT) carriers, the following results were observed: Overall life satisfaction: F(1, 515) = .08, p = .776; health: F(1, 515) = 1.04, p = .308; job: F(1, 515) = .94, p = .334; income: F(1, 515) = 1.73, p = .189; housing: F(1, 515) = .2.10, p = .148; leisure: F(1, 515) = .10, p = .753; family: F(1, 515) = 2.46, p = .117; positive affect: F(1, 515) = .45, p = .502. Investigating T+ carriers versus C- carriers also did not provide any significant result. None of the observed associations between NMUR2 and the life satisfaction variables and positive affect were significant.
The interaction between gender and NMUR2 was not significant, independent of genotype grouping.
CSE1L showed no significant results in relation to the life satisfaction variables and positive affect: Overall life satisfaction F(2, 507) = .50, p = .610 health: F(2, 507) = .47, p = .627; job: F(2, 507) = 2.37, p = .095; income: F(2, 507) = 1.75, p = .175; housing: F(2, 507) = 1.85, p = .158; leisure: F(2, 507 = .15, p = .864; family: F(2, 507) = .10, p = .904; positive affect: F(2, 507) = 1.81, p = .165 (tested on genotype level AA vs. AG vs. GG).
Comparing the G+ and G- group also led to no significant results: Overall life satisfaction: F(1, 515) = .96, p = .328; health: F(1, 515) = .14, p = .706; job: F(1, 515) = .07, p = .800; income: F(1, 515) = .62, p = .431; housing: F(1, 515) = 2.77, p = .097; leisure: F(1, 515) = .04, p = .837; family: F(1, 515) = .02, p = .883; positive affect: F(1, 515) = 3.42, p = .065. The comparison of A+ carriers with A- carriers again yielded no significant results.
The interaction between gender and CSE1L was not significant, independent of genotype grouping.
Associations between 5-HTTLPR and life satisfaction/ positive affect in the balanced sample
For the association between 5-HTTLPR (including rs25531) with life satisfaction and positive affect, the following results were observed (tested on genotype level: L’L’ vs. L’S’ vs. S’S’): Overall life satisfaction: F(2, 514) = 4.27, p = .014; health: F(2, 514) = 1.38, p = .252; job: F(2, 514) = 2.49, p = .084; income: F(2, 514) = .22, p = .802; housing: F(2, 514) = 3.76, p = .024; leisure: F(2, 514) = 3.87, p = .021; family: F(2, 514) = 3.57, p = .029; positive affect: F(2, 514) = .56, p = .574. 
For S’+ carriers (S’S’, S’L’) versus S’- carriers (L’L’), the following results were observed: Overall life satisfaction: F(1, 516) = 1.59, p = .207; health: F(1, 516) = .18, p = .668; job: F(1, 516) = 4.48, p = .035; income: F(1, 516) = .41, p = .524; housing: F(1, 516) = 7.49, p = .006; leisure: F(1, 516) = 9.43, p = .002; family: F(1, 516) = 3.59, p = .059; positive affect: F(1, 516) = .40, p = .527. The variables housing and leisure were significantly associated with 5-HTTLPR (Bonferroni corrected), with the S’S’ group (M = 7.09, SD = 2.54) showing lower scores compared to the L’L’- group (M = 7.65, SD = 2.31) for housing, and the S’S’ group (M = 7.00, SD = 2.06) showing lower scores compared to the L’L’- group (M = 7.53, SD = 1.89) for leisure.
The analysis of S’S’ and L’L’ carriers yielded the following results: Overall life satisfaction: F(1, 299) = 7.22, p = .008; health: F(1, 299) = 2.41, p = .122; job: F(1, 299) = 2.42, p = .121; income: F(1, 299) = .23, p = .633; housing: F(1, 299) = 3.47, p = .064; leisure: F(1, 299) = 1.64, p = .201; family: F(1, 299) = 5.94, p = .015; positive affect: F(1, 299) = .03, p = .598.
The interaction between gender and 5-HTTLPR was not significant, independent of genotype grouping. The results for both the complete and the balanced sample are summarized in Table S2 for better comparability.

	Table S2. Results for the association between 5-HTTLPR (including rs25531) with life satisfaction and PA.

	
	Complete sample (n = 1,174)
	Balanced sample (gender, age, education) (n = 524)

	Variables
	S’+ (S’S’, S’L’)/ S’- (L’L’)
	S’S’/ L’L’
	S’+ (S’S’, S’L’)/ S’- (L’L’)
	S’S’/ L’L’

	LS-Health
	F(1, 872) = .02, p = .903
	F(1, 439) = .02, p = .892
	F(1, 516) = .18, p = .668
	F(1, 299) = 2.41, p = .122

	LS-Job
	F(1, 872) = .70, p = .404
	F(1, 439= .27, p = .606
	F(1, 516) = 4.48, p = .035
	F(1, 299) = 2.42, p = .121

	LS-Income
	F(1, 872) = .01, p = .917
	F(1, 439) = .33, p = .568
	F(1, 516) = .41, p = .524
	F(1, 299) = .23, p = .633

	LS-Housing
	F(1, 872) = 8.71, p = .003
S’+ (M = 7.19, SD = 2.42)
S’- (M = 7.63, SD = 2.28)
	F(1, 439) = 5.60, p = .018
	F(1, 516) = 7.49, p = .006
S’+ (M = 7.09, SD = 2.54
S’- (M = 7.65, SD = 2.31)
	F(1, 299) = 3.47, p = .064

	LS-Leisure
	F(1, 872) = 5.09, p = .024
	F(1, 439) = 6.35, p = .012
	F(1, 516) = 9.43, p = .002
S’+ (M = 7.00, SD = 2.06
S’- (M = 7.53, SD = 1.89)
	F(1, 299) = 1.64, p = .201

	LS-Family
	F(1, 872) = 3.42, p = .065
	F(1, 439) = 8.80, p = .003
S’S’ (M = 7.10, SD = 2.60)
L’L’- (M = 7.67, SD = 2.27)
	F(1, 516) = 3.59, p = .059
	F(1, 299) = 5.94, p = .015

	OLS
	F(1, 872) = .33, p = .568
	F(1, 439) = 2.99, p = .084
	F(1, 516) = 1.59, p = .207
	F(1, 299) = 7.22, p = .008

	PA
	F(1, 872) = .21, p = .645
	F(1, 439) = .36, p = .551
	F(1, 516) = .40, p = .527
	F(1, 299) = .33, p = .568

	OLS = overall life satisfaction, LS = life satisfaction, PA = positive affect, Bold marking: Significant effect after Bonferroni correction (0.05/8 = .0062).





Results concerning the associations of negative affect
For RAPGEF6 (F(2, 1035) = .99, p = .371), NMUR2 (F(2, 1035) = 1.45, p = .235), and CSE1L (F(2, 1035) = 2.69, p = .068), there were no significant association with negative affect. 
The correlations between negative affect, the variables of life satisfaction, and positive affect yielded the expected associations, with a negative correlation between negative affect and positive affect and variables of life satisfaction, respectively. The complete results are depicted in Table S3.
Table S3. Correlations of negative affect with positive affect and variables of life satisfaction (n = 1,174).
	Variables
	PA
	HE
	J
	I
	Ho
	L
	F
	OLS

	(NA)
	-.26
	-.24
	-.12
	-.11
	-.11
	-.25
	-.18
	-.22

	(PA)
	
	.29
	.09
	.10
	.15
	.30
	.17
	.27

	LS-Health (HE)
	
	
	.11
	.12
	.19
	.32
	.24
	.42

	LS-Job (J)
	
	
	
	.46
	.12
	.12
	.15
	.15

	LS-Income (I)
	
	
	
	
	.20
	.15
	.14
	.23

	LS-Housing (Ho)
	
	
	
	
	
	.34
	.30
	.44

	LS-Leisure (L)
	
	
	
	
	
	
	.43
	.55

	LS-Family (F)
	
	
	
	
	
	
	
	.51


For all variables p < 0.001, OLS = overall life satisfaction, LS = life satisfaction, PA = positive affect, NA = negative affect.

No significant results for overall life satisfaction and various gene loci
The following Table summarizes the null findings for overall life satisfaction and OXTR (rs53576), COMT Val158Met, MAOA (VNTR), BDNF VAL66 MET, DRD2/ANKK1 Taq Ia and DRD4 (VNTR).
Table S4. Results for the association between various gene and overall life satisfaction.
	Variables
	Overall Life Satisfaction
	N

	OXTR (rs53576)  
	F(2,1040) = .93, p = .396
	1041

	COMT Val158Met
	F(2,890) = .46, p = .629
	891

	MAOA (VNTR)
	F(5,1004) = 1.24, p = .294
	1005

	 BDNF VAL66 MET
	F(2,803) =.18, p = .840
	804

	 DRD2/ANKK1 Taq Ia
	F(2,1042) =1.33, p = .266
	1043

	DRD4 (VNTR)
	F(5,1167) = .90, p = .601
	1168



