	Family
	Subfamily
	Genus
	Latin name
	English name
	Lab No. /
SRA accession/
Genomic version
	Genome-wide
coverage

	Delphinidae
	Delphininae
	Tursiops
	Tursiops aduncus
	Indo-Pacific bottlenose dolphin
	2000002/SRR14018394#
	~35x

	
	
	
	
	SRX2653495a
	~32x

	
	
	
	
	SRX2653496a
	~25x

	
	
	
	
	SRX2653497a
	~22x

	
	
	
	Tursiops truncatus
	Common bottlenose dolphin
	SRX1136398b
	~10x

	
	
	
	
	
	SRX1136399b
	~12x

	
	
	
	
	
	SRX1136400b
	~12x

	
	
	
	
	
	SRX326370c
	~43x

	
	
	Stenella
	Stenella coeruleoalba
	Striped dolphin
	1998013/SRR14018393#
	~18x

	
	
	
	
	
	1998020/SRR14018392#
	~46x

	
	
	
	
	
	2013057/SRR14018400#
	~25x

	
	
	
	Stenella attenuata
	Pantropical spotted dolphin
	1998001/SRR14018399#
	~32x

	
	
	Delphinus
	Delphinus delphis
	Short-beaked common dolphin
	2006025/SRR14018398#
	~24x

	
	
	
	
	
	2014021/SRR14018397#
	~33x

	
	
	Sousa
	Sousa chinensis
	Indo-Pacific humpback dolphin
	2007015/SRR14018396#
	~8x

	
	Globicephalinae
	Grampus
	Grampus griseus
	Risso's dolphin
	1998021/SRR14018395#
	~36x

	
	Lissodelphininae
	Sagmatias
	Sagmatias obliquidens
	Pacific white-sided dolphin
	SRX4218967d
	~36x

	
	Orcininae
	Orcinus
	Orcinus orca
	Killer whale
	Oorc_1.1e
	~200.0x

	Phocoenidae
	Neophocaena
	Neophocoena
	Neophocoena asiaeorientalis
	Yangtze ﬁnless porpoise
	Neophocaena_asiaeorientalis_V1f
	~106.0x

	Monodontidae
	null
	Monodon
	Monodon monoceros
	Narwhale
	NGI_Narwhal_1g
	~42.0x

	Balaenopteridae
	null
	Balaenoptera
	Balaenoptera acutorostrata
	Common minke whale
	BalAcu1.0c
	~92.0x

	Balaenopteridae
	null
	Megaptera
	Megaptera novaeangliae
	Humpback whale
	[bookmark: OLE_LINK13]megNov1h
	~102.0x

	Hippopotamidae
	null
	Hippopotamus
	Hippopotamus amphibius
	Hippopotamus
	HipAmp_v2_BIUU_UCDi
	~77.0x
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