Genetic dissection of powdery mildew resistance in interspecific half-sib grapevine families using SNP-based maps
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[bookmark: _GoBack]Supplementary Table S1 Number of SNPs and total genetic distance (cM) of linkage groups (LGs) in paternal genetic maps of GE0711/1009 (MN1214) and GE1025 (MN1246). The MN1246 map lacks LG 17, and contains two LG 15 segments that could not be merged.
	LG
	MN1214
	MN1246

	
	Number of SNPs
	Total genetic distance (cM)
	Number of SNPs
	Total genetic distance (cM)

	1
	101
	132.7
	120
	98.4

	2
	16
	55.1
	49
	51.7

	3
	66
	82.0
	47
	71.0

	4
	54
	156.6
	61
	96.2

	5
	83
	185.0
	99
	129.1

	6
	93
	106.2
	92
	89.5

	7
	75
	144.9
	41
	108.2

	8
	24
	86.2
	81
	96.3

	9
	68
	147.3
	58
	98.7

	10
	70
	100.6
	97
	94.0

	11
	55
	112.6
	67
	127.0

	12
	69
	107.4
	63
	121.9

	13
	92
	239.0
	112
	128.3

	14
	70
	99.6
	67
	116.0

	15
	45
	90.7
	45a
	50.5a

	16
	54
	113.5
	72
	122.1

	17
	76
	103.0
	– b
	– b

	18
	63
	116.4
	108
	159.9

	19
	90
	159.3
	96
	97.3

	Total
	1264
	2338.1
	1375
	1856.1


a Numbers were expressed as a sum of two LG 15 segments.
b The paternal map of GE1025 was unable to identify a linkage group that corresponded to chromosome 17.

