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Fig. S2. a: Parental and integrated map of LG08 from F population. Identical markers are linked. The anchor markers (<hkxhk> type loci) are highlighted in red. b: Integrated and consensus map (in the middle) of LG08 of the two populations. Bridge (common) markers of S and F population are indicated in red.
image1.emf
WGC2545_101_S1F1

0.0

WGC8919_239_S1F1

3.4

WGC18014_131_S1F

WGC4515_103_S1F1

5.2

WGC14531_563_S1F

5.8

WGC8552_779_S2F1

9.0

WGC10588_275_F

9.8

WGC4445_2405_F1

14.2

WGC14447_485_S1F1

15.1

WGC33495_350_S2F1

18.2

WGC17809_355_S2F2

19.2

WGC11462_766_S2F

19.9

WGC9125_295_S2F

41.4

WGC18021_112_F

49.0

WGC4377_303_F1

49.2

WGC36511_668_F2a

50.5

WGC19189_350_S1F1

53.0

FP1_08

WGC2545_101_S1F1

0.0

WGC8919_239_S1F1

3.5

WGC18014_131_S1F

5.5

WGC4515_103_S1F1

6.0

WGC14531_563_S1F

6.6

WGC8552_779_S2F1

8.3

WGC10588_275_F

8.7

WGC2359_302_S1F2

10.4

WGC2778_462_S_F2

11.5

WGC18936_108_F2

13.6

WGC4445_2405_F1

13.9

WGC14447_485_S1F1

14.7

WGC33495_350_S2F1

17.8

WGC17809_355_S2F2

18.3

WGC11462_766_S2F

19.4

WGC28656_114_F2

33.0

WGC3420_455_S2F2

34.8

WGC3691_83_F2

46.7

WGC9125_295_S2F

48.5

WGC18021_112_F

57.4

WGC4377_303_F1

57.5

WGC36511_668_F2a

58.7

WGC19189_350_S1F1

61.3

WGC36511_668_F2b

62.3

F_LG08

WGC18014_131_S1F

0.0

WGC4515_103_S1F1

0.8

WGC14531_563_S1F

1.6

WGC10588_275_F

3.1

WGC8552_779_S2F1

3.4

WGC2359_302_S1F2

5.1

WGC2778_462_S_F2

6.2

WGC18936_108_F2

8.2

WGC17809_355_S2F2

12.2

WGC11462_766_S2F

13.8

WGC28656_114_F2

27.8

WGC3420_455_S2F2

29.6

WGC3691_83_F2

41.9

WGC9125_295_S2F

42.9

WGC18021_112_F

55.8

WGC4377_303_F1

56.1

WGC36511_668_F2b

60.1

FP2_08

WGC2545_101_S1F1

0.0

WGC8919_239_S1F1

WGC14531_563_S1F

1.6

WGC4515_103_S1F1

1.9

WGC18014_131_S1F

2.2

WGC33495_350_S2F1

2.7

WGC11462_766_S2F

3.5

WGC2359_302_S1F2

4.1

WGC6332_460_S

WGC8552_779_S2F1

6.3

WGC2778_462_S_F2

6.5

WGC215_178_S

6.6

WGC17809_355_S2F2

6.9

WGC14447_485_S1F1

25.4

WGC13559_78_S1

30.4

WGC25040_299_S

33.8

WGC10836_652_S

34.7

WGC9125_295_S2F

53.5

WGC2824_142_S2

60.1

WGC11384_140_S

61.2

WGC19189_350_S1F1

63.1

S_LG08

WGC2545_101_S1F1

0.0

WGC18014_131_S1F

1.9

WGC4515_103_S1F1

2.8

WGC8919_239_S1F1

3.7

WGC14531_563_S1F

3.9

WGC2359_302_S1F2

5.6

WGC2778_462_S_F2

WGC6332_460_S

6.9

WGC215_178_S

7.1

WGC8552_779_S2F1

7.4

WGC10588_275_F

7.7

WGC18936_108_F2

9.6

WGC17809_355_S2F2

11.6

WGC11462_766_S2F

12.9

WGC33495_350_S2F1

13.8

WGC4445_2405_F1

23.0

WGC14447_485_S1F1

24.4

WGC28656_114_F2

29.5

WGC13559_78_S1

30.1

WGC3420_455_S2F2

31.3

WGC25040_299_S

34.5

WGC10836_652_S

35.4

WGC3691_83_F2

43.8

WGC9125_295_S2F

47.3

WGC2824_142_S2

54.2

WGC11384_140_S

55.4

WGC19189_350_S1F1

57.2

WGC36511_668_F2b

57.5

WGC4377_303_F1

58.0

WGC18021_112_F

58.1

WGC36511_668_F2a

59.6

LG08

WGC2545_101_S1F1

0.0

WGC8919_239_S1F1

3.8

WGC18014_131_S1F

5.6

WGC4515_103_S1F1

6.1

WGC14531_563_S1F

6.7

WGC8552_779_S2F1

8.5

WGC10588_275_F

9.0

WGC2359_302_S1F2

9.7

WGC2778_462_S_F2

10.7

WGC18936_108_F2

12.8

WGC33495_350_S2F1

14.3

WGC17809_355_S2F2

15.2

WGC11462_766_S2F

16.2

WGC14447_485_S1F1

23.0

WGC4445_2405_F1

24.0

WGC28656_114_F2

32.0

WGC3420_455_S2F2

33.7

WGC3691_83_F2

45.6

WGC9125_295_S2F

47.5

WGC18021_112_F

56.4

WGC4377_303_F1

56.5

WGC36511_668_F2a

57.7

WGC19189_350_S1F1

60.3

WGC36511_668_F2b

61.3

F_LG08

a b


