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Supplementary Table 7 Predictive abilities obtained in the analyses across sub-panels from six genomic selection models applied to nine traits of the high biomass sorghum panel of Embrapa Maize and Sorghum. Values indicate the correlation coefficient between the breeding values predicted by genomic selection models and the phenotypic breeding values
	

	Heritability (training population)
	Genomic Selection Model

	
	
	BayesB
	BayesA
	BayesRR
	BayesC
	BayesLasso
	RRBLUP

	Plant Height
	0.96
	0.65
	0.64
	0.65
	0.65
	0.64
	0.64

	Cellulose
	0.78
	0.26
	0.21
	0.28
	0.27
	0.25
	0.17

	ADF
	0.83
	0.25
	0.29
	0.31
	0.29
	0.39
	0.23

	NDF
	0.76
	0.26
	0.25
	0.22
	0.25
	0.26
	0.16

	Days to Flowering
	0.81
	0.20
	0.21
	0.20
	0.20
	0.21
	0.20

	Hemicellulose
	0.39
	-0.06
	-0.04
	-0.03
	-0.04
	-0.03
	-0.04

	Lignin
	0.82
	0.36
	0.34
	0.36
	0.35
	0.38
	0.34

	DMY
	0.70
	0.33
	0.33
	0.33
	0.33
	0.35
	0.33

	FMY
	0.80
	0.25
	0.25
	0.25
	0.24
	0.26
	0.25



Supplementary Table 8 Predictive abilities obtained in the portability across subpanel, i.e., training in sub-panel I, year 1 and testing in sub-panel II, year 1, from six genomic selection models applied to nine traits of the high biomass sorghum panel of Embrapa Maize and Sorghum. Values indicate the correlation coefficient between the breeding values predicted by genomic selection models and the phenotypic breeding values

	

	Genomic Selection Model

	
	BayesB
	BayesA
	BayesRR
	BayesC
	BayesLasso
	RRBLUP

	Plant Height
	0.66
	0.65
	0.65
	0.66
	0.65
	0.65

	Cellulose
	0.41
	0.43
	0.40
	0.39
	0.43
	0.36

	ADF
	0.42
	0.43
	0.41
	0.41
	0.44
	0.38

	NDF
	0.27
	0.31
	0.28
	0.27
	0.31
	0.22

	Days to Flowering
	0.24
	0.24
	0.25
	0.27
	0.25
	0.25

	Hemicellulose
	-0.05
	-0.01
	-0.03
	-0.04
	-0.01
	-0.04

	Lignin
	0.30
	0.32
	0.30
	0.31
	0.31
	0.28

	DMY
	0.34
	0.31
	0.32
	0.34
	0.33
	0.32

	FMY
	0.28
	0.26
	0.27
	0.29
	0.28
	0.27






Supplementary Table 9 Predictive abilities obtained in portability across sub-panels and years, i.e.; training in sub-panel I, year 2 and testing in sub-panel II, year 1, from six genomic selection models applied to nine traits of the high biomass sorghum panel of Embrapa Maize and Sorghum. Values indicate the correlation coefficient between the breeding values predicted by genomic selection models and the phenotypic breeding values

	

	Genomic Selection Model

	
	BayesB
	BayesA
	BayesRR
	BayesC
	BayesLasso
	RRBLUP

	Plant Height
	[bookmark: rstudio_console_output]0.63
	[bookmark: rstudio_console_output1]0.63
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	Cellulose
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	[bookmark: rstudio_console_output8]0.05
	0.02
	0.13
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	ADF
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	NDF
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	0.16
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	Days to Flowering
	[bookmark: rstudio_console_output21]0.21
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	0.21
	0.21
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	Hemicellulose
	[bookmark: rstudio_console_output28]0.003
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	Lignin
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	[bookmark: rstudio_console_output36]0.31
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	DMY
	0.36
	0.34
	0.35
	0.36
	0.36
	0.35

	FMY
	0.24
	0.22
	0.22
	0.24
	0.24
	0.22



[bookmark: _GoBack]Supplementary Table 10 Predictive abilities obtained in portability across years, i.e.; training in sub-panel I, year 1 and testing in sub-panel, I year 2, from six genomic selection models applied to nine traits of the high biomass sorghum panel of Embrapa Maize and Sorghum. Values indicate the correlation coefficient between the breeding values predicted by genomic selection models and the phenotypic breeding values

	

	Genomic Selection Model

	
	BayesB
	BayesA
	BayesRR
	BayesC
	BayesLasso
	RRBLUP

	Plant Height
	0.95
	0.95
	0.95
	0.95
	0.95
	0.98

	Cellulose
	0.72
	0.71
	0.72
	0.72
	0.74
	0.66

	ADF
	0.76
	0.75
	0.76
	0.75
	0.77
	0.71

	NDF
	0.68
	0.69
	0.69
	0.69
	0.71
	0.64

	Days to Flowering
	[bookmark: rstudio_console_output24]0.78
	[bookmark: rstudio_console_output25]0.79
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	0.79
	0.79
	0.76

	Hemicellulose
	0.50
	0.50
	0.50
	0.51
	0.50
	0.49

	Lignin
	0.73
	0.71
	0.73
	0.73
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	DMY
	0.75
	0.74
	0.76
	0.75
	0.79
	0.69

	FMY
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	0.80
	0.81
	0.80
	0.81
	0.77





