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[bookmark: _GoBack]Figure S7 Candidate gene identification and target gene expression. a Prediction procedures of candidate genes for the 127 significant associations. 3877 represents the total number of candidate genes, 2341 indicates nonredundant candidate genes, 45 means disease resistance-related genes, 13 shows the number of known genes, 5 represents cloned in previous studies, and 1 means overlapped with our previous GWAS. b Number of candidate genes distributed on different chromosomes. c Number of candidate genes located in a 200 Kb region of different associations. d Relative expression level of the target gene, LOC_Os12g23930. Double asterisk represents t test at 0.01 significant level.
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