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Supplementary figure 1. Flow chart for cfDNA extraction and quantification. Schematic
presentation of the method tested for cell-free DNA (cfDNA) assessment in plasma samples.
For cfDNA quantification, all samples were measured by A. gRT-PCR or B. ddPCR (droplet
digital PCR), with primers detecting nuclear (ncfDNA) and mitochondrial cfDNA (mtcfDNA).
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