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Supplementary table 3.a. qRT-PCR versus ddPCR. cfDNA concentration at baseline and 
at the end of hypoxia in the plasma samples of newborn piglets in the control group and the 
intervention group (piglets exposed to hypoxia). Two different quantification methods were 
used to estimate cfDNA concentration, qRT-PCR and ddPCR. Three different primers were 
used for qRT-PCR: HK2 (nuclear cfDNA), β-globulin (nuclear cfDNA), and NADH6 
(mitochondrial cfDNA). Two different primes were used for ddPCR: HK2 (nuclear cfDNA) 
and NADH6 (mitochondrial cfDNA).  
LEGEND: NA - Some samples were not available due to limitation of the material. 
* - These piglets were excluded. 
 

 
 

  



Supplementary table 3.b. Relative changes between end and start concentration 
obtained by qRT-PCR and ddPCR. Two different quantification methods (qRT-PCR and 
ddPCR) were used to estimate the cfDNA concentration in samples of piglets in the control 
or the intervention (piglets exposed to hypoxia) group. We used two different primers to 
compare the methods: A.) HK2 (nuclear cfDNA) and B.) NADH6 (mitochondrial cfDNA). The 
table shows means with standard deviation (SD) of relative changes in cfDNA 
concentrations (calculated by dividing end- with start cfDNA amount). Original values were 
included for every piglet sample. Piglet 15 and 34 were not involved in this analysis because 
only one time-point samples were available. 
 

  qRT-PCR ddPCR 

Primer 
Control group Intervention 

group Control group Intervention group 

Mean (SD) of 
relative change 

Mean (SD) of 
relative change 

Mean (SD) of 
relative change 

Mean (SD) of 
relative change 

HK2 1.6 (1.6) 2.5 (2.1) 1.3 (0.9) 2.6 (2.2) 
NADH6 1.2 (0.7) 1.5 (1.3) 1.5 (0.8) 1.5 (0.9) 

 
 

 
 
 


