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Table S1: Stable endogenous control and biomarker candidates investigated in the study. 
	Stable endogenous control candidates

	hsa-miR-103a-3p [2], hsa-miR-106b-3p [3], hsa-miR-149-3p [4], hsa-miR-191-5p [2], hsa-miR-24-2-5p[3], hsa-miR-24-3p [3], hsa-miR-302d-3p [3], hsa-miR-92b-5p [3], U6-snRNA

	
	

	Biomarker candidates
	Characteristics

	hsa-miR-101-3p
	OS1 in other than EOC2 cancers [5]

	hsa-miR-1183
	OS [6]

	hsa-miR-1234
	Resistance to chemotherapy [6]

	hsa-miR-126-3p
	OS [6], miRNA:mRNA signatures associated with OS [7]

	hsa-miR-1301
	Tumor grade [8], cisplatin resistance [9]

	hsa-miR-130a
	Histologic subtype, advanced FIGO3 stage [8]

	hsa-miR-135a-3p
	OS [10], progression‐free survival [10,11]

	hsa-miR-139-3p
	Time to progression [6]

	hsa-miR-141-3p
	OS and progression-free survival [12]

	hsa-miR-143-3p
	OS and progression-free survival in other than EOC cancers [13,14]

	hsa-miR-146b-5p
	OS [15],Tumor grade [8]

	hsa-miR-193a-5p
	Type I or II Tumor [8] 

	hsa-miR-195-5p
	Discriminate between benign and malignant cases [16]

	hsa-miR-199a-3p
	Cisplatin-resistance [17]

	hsa-miR-199a-5p
	Cisplatin-resistance [17]

	hsa-miR-200b-3p
	OS and progression-free survival [12]

	hsa-miR-200c-3p 
	OS and progression-free survival [12,18], discriminate between benign and malignant cases [16]

	hsa-miR-205-5p
	Recurrence prediction [19], Subtype discrimination [18]

	hsa-miR-21-5p
	Discriminate between benign and malignant cases [16]

	hsa-miR-221-3p
	Discriminate between benign and malignant cases [16]

	hsa-miR-223-3p
	MiRNA:mRNA signatures associated with OS [7]

	hsa-miR-23a-3p
	Progression free survival [6]

	hsa-miR-23a-5p
	MiRNA:mRNA signatures associated with OS [7], progression free survival [6]

	hsa-miR-27a-3p
	OS [20]

	hsa-miR-27a-5p
	MiRNA:mRNA signatures associated with OS [7]

	hsa-miR-34a
	Histologic subtype, Tumor grade, and type I or II Tumor [8]

	hsa-miR-455-3p
	Histologic subtype, type I or II Tumor [8]

	hsa-miR-486-5p
	MiRNA:mRNA signatures associated with OS [7]

	hsa-miR-506-3p
	MiRNA:mRNA signatures associated with OS [7]

	hsa-miR-595
	Advanced FIGO stage[8]

	hsa-miR-665
	OS [7]

	hsa-miR-802
	Time to progression [6], progression free survival [21]


1OS – overall survival in months, 2EOC – epithelial ovarian carcinoma, 3FIGO – International Federation of Gynecology and Obstetrics staging.
Reprinted from Lopacinska-Jørgensen et al. 2023 [1].
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