Supplementary data: 
Table S1: Sequences of oligonucleotide primers (for = forward, rev = reverse) for the tested genes. 
	[bookmark: _Hlk209178936]Human primers

	Gene
	Sequence
	Source

	A20 for
	GAAAGTCAGTCCCACAGCGT 
	NCBI design

	A20 rev
	GGCTCGATCTCAGTTGCTCT 
	

	ABCA1 for
	AACAGTTTGTGGCCCTTTTG
	Sporstøl M, et al. ABCA1, ABCG1 and SR-BI: hormonal regulation in hepatocytes and human cell lines. BMC Mol Biol. 2007;8:5

	ABCA1 rev
	AGTTCCAGGCTGGGGTACTT
	

	ApoA1 for
	AGGATGAAAGCTGCGGTGC
	NCBI design

	ApoA1 rev
	TCATCTTGCTGCCAGAAATGCC
	

	β-actin for
	CATGTACGTTGCTATCCAGGC
	https://pga.mgh.harvard.edu/primerbank/

	β-actin rev
	CTCCTTAATGTCACGCACGAT
	

	GAPDH for
	TCACCATCTTCCAGGAGCGA
	NCBI design

	GAPDH rev
	TGGACTCCACGACGTACTCA
	

	LDLr for
	GACGTTGCTGGCAGAGGAAAT
	NCBI design

	LDLr rev
	AAGGAAGACGAGGAGCACGAT
	

	LRH-1 for
	CTGTGAAAGCTGCAAGGGATT
	NCBI design

	LRH-1 rev
	ACGACAGTAAGGACAACGCT
	

	IL-1β for
	CCAAACCTCTTCGAGGCACA
	NCBI design

	IL-1β rev
	GCTGCTTCAGACACTTGAGC
	

	MDH-1 for
	AGGGAGAATTTGTCACGACTGT
	NCBI design

	MDH-1 rev
	TTTTGCAGCAGACATGGCAC
	

	NF-κB p50/p105 for
	AATGGGCTACACCGAAGCAA
	NCBI design

	NF-κB p50/p105 rev
	TTGCGGAAGGATGTCTCCAC
	

	PCSK9 for
	CTGGTGAAGATGAGTGGCGA
	NCBI design

	PCSK9 rev
	GGTAATCCGCTCCAGGTTCC
	

	PON1 for
	TCCGAGAGGTACAACCCGTAG
	https://pga.mgh.harvard.edu/primerbank/

	PON1 rev
	CCAGTCCATTAGGCAGTATCTCC
	

	PPARα for
	AGTCTCCCAGTGGAGCATTG
	NCBI design

	PPARα rev
	CGGTCGCACTTGTCATACAC
	

	SAA  for
	TCGTTCCTTGGCGAGGCTTTTG
	Devarbhavi P, et al. Identification of key pathways and genes in polycystic ovary syndrome. Reprod Biol Endocrinol. 2021;19:31.

	SAA rev
	AGGTCCCCTTTTGGCAGCATCA 
	

	TBP for
	CACAGGAGCCAAGAGTGAAGA
	NCBI design

	TBP rev
	TTGTTGGTGGGTGAGCACAA
	

	TNF-α for
	CCTCTTCTCCTTCCTGATCGTG 
	NCBI design

	TNF-α rev
	CGAGAAGATGATCTGACTGCC 
	


  



 
[bookmark: _Hlk205198464]Fig. S1 Relative mRNA expression of inflammatory markers in THP-1 activated by (i) PMA for 24 hours c = 100 ng/ml, (ii) LPS for 8 hours c = 1 µg/ml, or (iii) PMA for 24 hours (c = 10 ng/ml) and LPS for 4 hours (c = 1 µg/ml). HK gene: GAPDH     * p<0,05 ** p<0,01 *** p<0,001 **** p<0,0001






Fig. S2 Relative mRNA expression of ApoA1, PON1, and SAA in HepG2 cells stimulated by conditioned medium (CM) from THP-1 activated by (i) PMA for 24 hours c = 100 ng/ml, (ii) LPS for 8 hours c = 1 µg/ml, or (iii) PMA for 24 hours (c = 10 ng/ml) and LPS for 4 hours (c = 1 µg/ml). The effect of 24-hour-long exposure of HepG2 to CM from differently activated THP-1 cells, diluted in a ratio 1:1 with fresh RPMI, was tested by qRT-PCR. The most significant effect was seen for CM from THP-1 stimulated by a combination of PMA and LPS, thus this stimulation was chosen as the most suitable for our experimental model. HK gene: GAPDH * p<0,05 ** p<0,01 *** p<0,001 **** p<0,0001
  



  
[bookmark: OLE_LINK3]Fig. S3 Relative mRNA expression of ApoA1, PON1, and SAA in HepG2 cells 24-hours after stimulation with different dilutions of CM from THP-1 activated by a combination of PMA and LPS. * p<0,05 ** p<0,01 **** p<0,0001









        

Fig. S4 Verifying the reproducibility of the model in an independent laboratory using different cell batches and laboratory equipment, and testing the effect of CM from RAW 264.7 macrophages. Relative mRNA expression in HepG2 24-hours after stimulation with CM from THP-1 activated by a combination of PMA (10 ng/ml, 24 hours) and LPS (1 μg/ml, 4 hours) (CM), and RAW 264.7 macrophages stimulated with LPS only (1 μg/ml, 4 hours) (CM-RAW). HK gene: GAPDH, * p<0,05 ** p<0,01 *** p<0,001 **** p<0,0001
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