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Fig. S1 Panel of dissociation (melting) curves for the primer pairs of the candidate reference genes 
evaluated in leaf tissues of Coffea arabica during the reproductive stage under ABA and GA3 treatments. 
Each panel is identified by the corresponding gene name. The presence of a single peak for each primer 
pair confirms amplification specificity and the absence of nonspecific products. 



 

 

 



 

 

 



 

 

 

Fig. S2 Standard curves generated for the primer pairs of the candidate reference genes evaluated in leaf 
tissues of Coffea arabica during the reproductive stage under ABA and GA� treatments. Each panel is 
identified by the corresponding gene name and displays the linear regression obtained from the serial 
cDNA dilutions used for assay validation. Amplification efficiency (E) and coefficient of determination 
(R²) values are indicated for each primer pair, demonstrating the performance, linearity, and reliability of 
the RT-qPCR assays. 


