Supplementary Figure Legends
Supplementary Figure 1
(A)	A Manhattan plot of the genome-wide association study of skull base meningiomas in the Japanese population
The horizontal red line indicates the genome-wide significance threshold (P = 5.0×10-8). 
(B) Q-Q plot of the observed P-value (-log10P) for the meningioma cases and the controls (λ = 0.96)

Supplementary Figure 2
(A)	A Manhattan plot of the genome-wide association study of non-skull base meningiomas in the Japanese population
The horizontal red line indicates the genome-wide significance threshold (P = 5.0×10-8). 
(B) Q-Q plot of the observed P-value (-log10P) for the meningioma cases and the controls (λ = 0.98)

Supplementary Figure 3
(A)	A Manhattan plot of the genome-wide association study of females with meningiomas in the Japanese population
The horizontal red line indicates the genome-wide significance threshold (P = 5.0×10-8). 
(B) Q-Q plot of the observed P-value (-log10P) for the meningioma cases and the controls (λ = 0.97)
