Relative clearance (%)

Drug binding to HSA, fu in adults 99%
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Relative clearance (%)

Drug binding to HSA, fu in adults 75%
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Relative clearance (%)

Drug binding to HSA, fu in adults 50%
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Relative clearance (%)

Drug binding to HSA, fu in adults 25%
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Relative clearance (%)

Drug binding to HSA, fu in adults 1%
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Relative clearance (%)

Drug binding to AGP, fu in adults 99%
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Relative clearance (%)

Drug binding to AGP, fu in adults 75%
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Relative clearance (%)

Drug binding to AGP, fu in adults 50%
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Relative clearance (%)

Drug binding to AGP, fu in adults 25%
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Relative clearance (%)

Drug binding to AGP, fu in adults 1%
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Absolute clearance (mL/min)

Drug binding to HSA, fu in adults 99%
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Absolute clearance (mL/min)

Drug binding to HSA, fu in adults 75%
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Absolute clearance (mL/min)

Drug binding to HSA, fu in adults 50%
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Absolute clearance (mL/min)

Drug binding to HSA, fu in adults 25%
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Absolute clearance (mL/min)

Drug binding to HSA, fu in adults 1%
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Absolute clearance (mL/min)

Drug binding to AGP, fu in adults 99%
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Absolute clearance (mL/min)

Drug binding to AGP, fu in adults 75%
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Absolute clearance (mL/min)

Drug binding to AGP, fu in adults 50%
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Absolute clearance (mL/min)

Drug binding to AGP, fu in adults 25%
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Drug binding to AGP, fu in adults 1%
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