
Supplementary data files
The following additional data are available with the online version of this paper. Supplementary Data-1 is information on the clones of transporter genes in rice. There were four categories of clone: annotated in TIGR genomic sequences and expression confirmed (AE); annotated in TIGR genomic sequences and expression not confirmed (ANE), not annotated in TIGR genomic sequences and expression confirmed (NAE); and others. Supplemental data-2 is a comparison of ATP-dependent (pump) gene structures among various organisms. Topology models are A: ABC (ATP binding cassette); B: F-ATPase; C: P-ATPase; and D: H+-PPase. Orthology of a plant gene with that of another organism was calculated from the domain structures. The different colors of the sequence fragments indicate the levels of orthology: black, >75%; yellow, 50% to 75%; red, <50%. Supplementary Data-3 is a comparison of channel gene structures among various organisms. Topology models are A: chloride channel (ClC); B: glutamate-gated ion channel (GIC); C: gp91phox phagocyte NADPH oxidase-associated cytochrome b558 H+-channel (CytB); D: voltage-gated ion channel (VIC); E: major intrinsic protein (MIP); and F: small conductance mechanosensitive ion channel (MscS). Orthology of plant genes with those of another organism was calculated from the domain structures. The different colors of the sequence fragments indicate the levels of orthology: black, >75%; yellow, 50% to 75%; red, <50%. Supplementary Data-4 is a comparison of secondary transport gene structures among various organisms. Topology models show secondary transporters in plants and others. A: POT; B: OPT; C: MOP; D: MFS; E: DMT; F: KUP; G: CPA2; H: AAAP. Orthology of a plant gene with that of another organism was calculated from the domain structures. The different colors of the sequence fragments indicate the levels of orthology: black, >75%; yellow, 50% to 75%; red, <50%.
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