
 

 

Online resource legends 

 

Online resource 1. Alignment of AtVPS15, Vps15p, and hVps5. 

Comparison of predicted amino acid sequences AtVPS15 (Arabidopsis, Genbank No. NP_194667.1) with 

Vps15p (Saccharomyces cerevisiae; Genbank No. AAA35214), and hVps15 (Homo sapiens; Genbank No. 

NP055417) using DNAMAN Version 5 (Lynnon Biosoft, USA). Identical amino acids are highlighted in black, 

and similar amino acids are in blue. The conserved motifs are underlined with red (protein kinase domains), 

blue (HEAT domains), and green (WD-40 domains), as predicted (http://www.uniprot.org/uniprot/). The 

predicated myristoylation site is indicated by a blue dot, and the conserved residues in protein kinases by red 

dots. 

 

Online resource 2. The morphology of mature pollen grains of wild-type, atvps15/+-1 and atvps15/+-2 

mutants. 

a Propidium iodide staining of the exines of pollen. Bars, 10 µm. 

b Mature pollen grain morphology observed by scanning electron microscopy. Bars, 5 µm. 

 






