Fig. S1. Principle component analysis (PCA) of the B. oleracea gene expression data as determined by Affymetrix Brassica Exon 1.0 ST Array hybridisation. PCA analysis of Brassica Exon Array data from leaves of Savoy cabbage ‘Wintessa’ (SAV; blue triangles), purple sprouting broccoli ‘Santee’ (PSB; red squares) and of individual plants of the wild accession ‘Winspit’ (WIN5, grey; WIN7, pink; WIN 9, green; and WIN14, brown circles). For the two cultivars, twelve plants were divided in four groups of three plants each and analysed per group. For Winspit, leaf material from four individual plants was analysed separately.
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