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Xyloglucan Endotransglucosylase/Hydrolases

Cellulase RGL

B-galactosidase

[=——————— I Tissue
I Stage log,FC

VYXTH1_ VIT_0150011g06250 4

VYXTH2_ VIT_01s0026900200

VYXTH3_ VIT_01s0150g00460

V¥XTH4_ VIT 0250012902220

V¥XTHS_ VIT_03s0088g00650

V¥XTHB_ VIT_0550062g00240 2
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WYXTH12_ VIT_0850007g04950

V¥XTH13_ VIT_10s0116g00520 0

VYXTH14_ VIT 105000302440

V¥XTH15_ VIT_10s0003g02480
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WYXTHAT_ VIT_11s0052901180 2
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Online Resource 3. Expression heatmaps of the eight most important classes of grapevine CWME
encoding genes in 30 contrasts of the grapevine gene expression compendium VESPUCCI (Moretto
et al. 2022). Each column of the heatmap corresponds to a contrast comparing water-stressed vs.
non-water-stressed conditions in leaf, root, and berry. The accession numbers of the experiments
retrieved by GEO (http://www.ncbi.nim.nih.gov/geo/) and SRA (https://www.ncbi.nim.nih.gov/sra) are
the following: 1. GSE57669; 2. GSE70670; 3. GSE126052 ; 4. GSE89075; 5. GSE89185; 6.
GSE66391; 7. GSE72421. The color scale indicates the log2 expression ratio of each test (water-
stressed sample) vs. the reference condition (control sample) within each experiment. The genes are
considered differentially expressed if they fulfill a p-value of< 0.01 and an absolute log2 Fold Change
(FC) value 2 1.0). Water limitation conditions differ among the selected experiments. DAS= days after
the beginning of stress application. A selection of the heatmaps here represented is included in Fig. 5,
which highlights the genes showing the most interesting expression profiles in the selected contrasts.
Heatmaps were generated in RStudio (ver 2023.09.1+494, R ver 4.3.2).
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