[bookmark: _GoBack]SUPPLEMENTAL MATERIALS

	Table S1. List of species used in the experiment. All species are already present in the Texas (Diggs et al., 1999).

	
	
	
	
	

	 
	Exotic species
	Family
	Origin
	Native species 

	C4 grasses:
	
	
	

	
	Bothriochloa ischaemum 
	Poacae
	Asia
	Schizachyrium scoparium

	
	Cynodon dactylon
	Poacae
	Africa
	Buchloe dactyloides

	
	Eragrostis curvula 
	Poacae
	Africa
	Sporobolus asper

	
	Panicum coloratum
	Poacae
	Africa
	Panicum virgatum (short ecotype)

	
	Paspalum dilatatum
	Poacae
	South America
	Eriochloa sericea

	
	Sorghum halapense
	Poacae
	Mediterranean
	Sorghastrum nutans

	
	
	
	
	

	C3 grasses:
	
	
	

	
	Dactylus glomerata
	Poacae
	Europe
	Nasella luecotricha

	
	Festuca arundinacea
	Poacae
	Europe
	Elymus canadensis

	
	
	
	
	

	Forbs:
	
	
	
	

	
	Leucanthemum vulgare
	Asteraceae
	Eurasia
	Ratibida columnifera

	
	Taraxacum officinale
	Asteraceae
	Europe
	Marshallia caespitosa

	
	Cichorium intybus
	Asteraceae
	Eurasia
	Vernonia baldwinii

	
	Nepata cataria
	Lamiaceae
	Eurasia
	Salvia azurea

	
	Ruellia brittoniana
	Acanthaceae
	Mexico
	Ruellia humilis

	
	Marrubium vulgare
	Lamiaceae
	Eurasia
	Monarda fistulosa

	
	
	
	
	

	Leguminous forbs:
	
	
	

	
	Lotus corniculatus
	Fabaceae
	Eurasia
	Dalea purpurea

	
	Trifolium repens
	Fabaceae
	Europe
	Dalea candidum

	
	Medicago sativa
	Fabaceae
	Asia
	Desmanthus illinoensis

	 
	Coronilla varia
	Fabaceae
	Mediterranean
	Astragalus canadensis









Table S2. Least square mean estimate and standard error for relative abundance of the most abundant bacterial and fungal phyla in across all years in each sample group (Mean, least square mean; SE, standard error).

	
	Sampling Year
	Native/Irrigated
	Native/Non- Irrigated
	Exotic/Irrigated
	Exotic/Non Irrigated

	Bacteria
	
	Mean
	SE
	Mean
	SE
	Mean
	SE
	Mean
	SE

	Acidobacteria
	2009
	19.34
	0.867
	20.07
	.867
	20.04
	.893
	18.69
	.867

	
	2014
	18.86
	.867
	16.72
	.867
	16.53
	.893
	17.82
	.867

	
	2015
	21.1
	.867
	21.44
	.867
	20.24
	.867
	19.9
	.867

	Actinobacteria
	2009
	6.53
	.84
	7.77
	.84
	5.66
	.865
	6.26
	.84

	
	2014
	18.37
	.84
	18.65
	.84
	20.02
	.865
	19.34
	.84

	
	2015
	12.68
	.84
	11.06
	.84
	12.38
	.84
	12.23
	.84

	Bacteroidetes
	2009
	18.28
	.814
	17.96
	.814
	22.42
	.841
	21.35
	.814

	
	2014
	9.03
	.814
	10.19
	.814
	9.12
	.841
	8.92
	.814

	
	2015
	13.82
	.814
	14.63
	.814
	14.53
	.814
	14.57
	.814

	Proteobacteria
	2009
	36.93
	.703
	35.68
	.703
	33.07
	.724
	35.5
	.703

	
	2014
	34.17
	.703
	35.36
	.703
	35.49
	.724
	35.18
	.703

	
	2015
	34.21
	.703
	35.2
	.703
	34.76
	.703
	35.18
	.703

	Verrucomicrobia
	2009
	10.07
	.439
	9.67
	.439
	10.26
	.451
	9.38
	.439

	
	2014
	7.52
	.439
	6.92
	.439
	6.88
	.451
	6.96
	.439

	
	2015
	7.03
	.439
	6.9
	.439
	6.8
	.439
	.689
	.439

	Fungi
	
	
	
	
	
	
	
	
	

	Ascomycota
	2009
	66.75
	3.307
	68.45
	3.204
	60.24
	3.204
	67.27
	3.204

	
	2014
	71.5
	3.307
	73.68
	3.307
	70.28
	3.307
	65.16
	3.204

	
	2015
	59.55
	3.307
	67.52
	3.204
	67.29
	3.204
	62.71
	3.204

	Basidiomycota
	2009
	14.03
	2.601
	10.73
	2.526
	19.81
	2.526
	13.6
	2.526

	
	2014
	8.43
	2.601
	7.33
	2.601
	15.04
	2.601
	19.43
	2.526

	
	2015
	4.28
	2.601
	3.53
	2.526
	4.59
	2.526
	4.75
	2.526

	Glomeromycota
	2009
	.24
	.042
	.13
	.04
	.15
	.04
	.18
	.04

	
	2014
	.11
	.042
	.1
	.042
	.08
	.042
	.1
	.04

	
	2015
	.05
	.042
	.09
	.04
	.11
	.04
	.08
	.04

	Zygomycota
	2009
	9.4
	2.243
	10.41
	2.177
	12.38
	2.177
	10.95
	2.177

	
	2014
	10.9
	2.243
	11.39
	2.243
	8.21
	2.243
	7.86
	2.177

	
	2015
	23.63
	2.243
	16.24
	2.177
	18.23
	2.177
	21.59
	2.177
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