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[bookmark: _Hlk63732036]Fig. S1. Shoot biomass (dry weight) measured at 39d.
Fig. S2. Total plant biomass (root and shoot biomass) in dry weight measured at 39d.
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Fig. S1. Shoot biomass (dry weight) measured at 39d for 28 barley Recombinant Chromosome Substitution Lines (RCSLs) and parental genotypes Caesarea 26-24 and Harrington. Values are means (n = 3). Bars show ± one standard error of the mean. Significant differences (p < 0.05) among barley genotypes were estimated using ANOVA.
















[image: Chart, bar chart

Description automatically generated]
Fig. S2. Total plant biomass (root and shoot biomass) in dry weight measured at 39d for 28 barley Recombinant Chromosome Substitution Lines (RCSLs) and parental genotypes Caesarea 26-24 and Harrington. Values are means (n = 3). Bars show ± one standard error of the mean. Significant differences (p < 0.05) among barley genotypes were estimated using ANOVA.
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