Table S1. Samples with mcrA and pmoA gene abundances below the quantification limits (see the methods section). Sampling years 2014 and 2015 are listed separately.
	2014
	2015
	
	

	Sampled species
	Fraction
	Site
	Sampled species
	Fraction
	Site

	Picea abies
	shoots
	Upland
	Picea abies
	shoots
	Fen

	
	stem
	Upland & Fen
	
	stem
	Fen

	
	roots
	Upland & Fen
	
	roots
	Fen

	Betula pubescens
	shoots
	Upland
	Betula pubescens
	shoots
	Fen

	
	stem
	Upland & Fen
	
	roots
	Fen

	
	roots
	Upland & Fen
	Sphagnum girgensohnii
	aboveground
	Fen

	Salix sp.
	shoots
	Upland & Fen
	Polytrichum commune
	aboveground
	Fen

	
	stem
	Upland & Fen
	
	roots
	Fen

	
	roots
	Upland & Fen
	Dicranum sp.
	aboveground
	Fen

	Pinus sylvestris
	shoots
	Upland
	
	roots
	Fen

	
	stem
	Upland & Fen
	Hylocomium splendens
	aboveground
	Fen

	Sphagnum girgensohnii
	aboveground
	Fen
	
	roots
	Fen

	Polytrichum commune
	aboveground
	Fen
	Equisetum sylvaticum 
	aboveground
	Fen

	
	belowground
	Fen
	
	
	

	Dicranum polysetum
	aboveground
	Upland
	
	
	

	
	belowground
	Upland
	
	
	

	Hylocomium splendens
	aboveground
	Upland
	
	
	

	
	belowground
	Upland
	
	
	

	Pleurozium schreberi
	aboveground
	Upland
	
	
	

	
	belowground
	Upland
	
	
	

	Vaccinium myrtillus
	aboveground
	Upland
	
	
	

	
	roots
	Upland
	
	
	

	Calluna vulgaris
	aboveground
	Upland
	
	
	

	
	roots
	Upland
	
	
	

	Vaccinium vitis-idaea
	aboveground
	Upland
	
	
	

	
	roots
	Upland
	
	
	

	Equisetum sylvaticum 
	aboveground
	Fen
	
	
	



