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Table S1. Identification of endophytic strains isolated from Armeria maritima by MALDI-TOF analysis

	Strain
	MALDI-TOF result
	Identification score*
	Final result

	AM4
	Pseudomonas fluorescens
	2.08
	Pseudomonas sp.

	AM8
	Pseudomonas marginalis
	2.22
	Pseudomonas sp.

	AM14
	Pseudomonas koreensis
	1.96
	Pseudomonas sp.

	Z13
	Pseudomonas gessardii
	1.98
	Pseudomonas sp.

	Z18
	Pseudomonas fragi
	1.76
	Pseudomonas sp.


*Identification scores:

2.3 – 3.0   – certain identification to species
2.0 – 2.99 – certain identification to genus
1.7 – 1.99 – probable identification to genus

< 1.69       – identification impossible
Table S2. List of type strains used in this study to construct phylogenetic tree based on partial rpoD gene for DNA-directed RNA polymerase subunit D, partial cds

	Species
	Type strain
	rpoD/genome NCBI accession number

	Escherichia coli
	ATCC 11775
	AYO74157.1

	Pseudomonas aeruginosa
	PAO1
	NC_002516.2:c636224-634371

	Pseudomonas asiatica
	RD4SR1
	MT621463.1

	Pseudomonas asplenii
	NCPPB 959
	AB039594.1

	Pseudomonas azotoformans
	IAM 16
	AB039547.1

	Pseudomonas brenneri
	DSM 15294T
	FN554457.1

	Pseudomonas brenneri
	CFC1583
	KF701423.1

	Pseudomonas canadensis
	SWRI187
	MT621531.1

	Pseudomonas cedrina
	SWRI86
	MT621532.1

	Pseudomonas crudilactis
	PGSB_8569
	MT621497.1

	Pseudomonas entomophila
	BW13M1
	MT621446.1

	Pseudomonas fluorescens
	IAM 12022
	AB039545.1

	Pseudomonas gessardii
	DSM 17152
	JN589936.1

	Pseudomonas granadensis
	SWRI189
	MT621502.1

	Pseudomonas jessenii
	PGSB_8162
	MT621520.1

	Pseudomonas koreensis
	LMG 21318T
	FN554476.1

	Pseudomonas koreensis
	PGSB_8459
	MT621495.1

	Pseudomonas koreensis
	PF99
	MG022040.1

	Pseudomonas koreensis
	MME3
	KT284710.1

	Pseudomonas kurunegalensis
	RW1P2
	MBV4515750.1

	Pseudomonas lurida
	PGSB_8273
	MT621527.1

	Pseudomonas marginalis
	NCPPB 949
	AB039578.1

	Pseudomonas marginalis
	ATCC 10844
	LC409094.1

	Pseudomonas moraviensis
	PGSB_7839
	MT621507.1

	Pseudomonas otitidis
	RW2P1
	MT621407.1

	Pseudomonas paracarnis
	PS01857
	NZ_JASCY1010000011.1

	Pseudomonas paracarnis 
	HFA27_1
	JASBWH010000019.1

	Pseudomonas paralactis
	SWRI70
	MT621549.1

	Pseudomonas poae
	SWRI2
	MT621550.1

	Pseudomonas proteolytica
	SWRI141
	MT621522.1

	Pseudomonas putida
	SWRI35
	MT621447.1

	Pseudomonas simiae
	SWRI177
	MT621541.1

	Pseudomonas taiwanensis
	RW2S1
	MT621438.1

	Pseudomonas thivervalensis
	PGSB_8167
	MT621482.1

	Pseudomonas umsongensis
	OE_47.1
	MT621518.1

	Pseudomonas veronii
	OE_51.3
	MT621551.1

	Pseudomonas yamanorum
	LMG 27247
	LT629793.1

	Pseudomonas yamanorum 
	HAW03 NODE_18
	JAHTLC010000018.1


Table S3. Antibiotic resistance profile of endophytic strains isolated from Armeria maritima 

	Antibiotic
	Tested Pseudomonas sp. strains
	Zone diameter breakpoints (mm)*

	
	AM4
	AM8
	AM14
	Z13
	Z18
	S >
	R <

	Amikacin
	27
	32
	28
	32
	30
	15
	15

	Aztreonam
	0
	0
	0
	0
	0
	50
	18

	Cefepime
	12
	16
	11
	26
	13
	50
	21

	Ceftazidime
	0
	12
	0
	25
	12
	50
	17

	Ciprofloxacin
	33
	30
	30
	35
	35
	50
	26

	Erythromycin
	0
	0
	0
	12
	0
	-
	-

	Fosfomycin
	20
	35
	21
	40
	40
	-
	-

	Imipenem
	18
	26
	16
	32
	32
	50
	20

	Levofloxacin
	28
	30
	21
	35
	30
	50
	18

	Meropenem
	11
	11
	0
	12
	0
	24
	18

	Piperacilin
	25
	25
	23
	30
	28
	18
	18-19

	Piperacilin-tazobactam
	30
	24
	22
	30
	30
	18
	18-19

	Streptomycin
	0
	0
	10
	0
	0
	-
	-

	Tobramycin
	29
	30
	26
	30
	30
	18
	18


*Zone diameter breakpoints according to the European Committee on Antimicrobial Susceptibility Testing EUCAST version 11.0, valid from 2023-01-01.
Table S4. Technical features of Pseudomonas sp. strain draft genomes
	Isolate
	GenBank accession no.
	Genome size (bp)
	Genome coverage
	No. of obtained reads
	No. of contigs
	No. of coding sequences
	N50

(bp)
	L50

	AM4
	SAMN31135831
	6,189,201
	59
	1501652
	119
	5700
	272125
	9

	AM8
	SAMN31136163
	7,381,324
	75
	2003136
	64
	6953
	392748
	6

	AM14
	SAMN31136268
	6,182,403
	64
	1532938
	54
	5713
	348713
	6

	Z13
	SAMN31137609
	7,401,235
	71
	2313488
	160
	7059
	213498
	10

	Z18
	SAMN31137624
	7,381,527
	58
	1449858
	121
	6785
	261115
	7


Table S5. Identification of endophytic strains isolated from Armeria maritima by genome-based taxonomic analysis in TYGS server 
	Type Strain Genome Server

	Strain
	Subject strain
	dDDH (d0, in %)
	C.I. (d0, in %)
	dDDH (d4, in %)
	C.I. (d4, in %)
	dDDH (d6, in %)
	C.I. (d6, in %)
	G+C content difference (in %)

	'AM4a'
	Pseudomonas paracarnis V5/DAB/2/5
	78.6
	[74.6 - 82.1]
	63
	[60.1 - 65.8]
	78.2
	[74.8 - 81.3]
	0.11

	'AM4a'
	Pseudomonas lactis DSM 29167
	76
	[72.0 - 79.6]
	60.1
	[57.3 - 62.9]
	75.3
	[71.8 - 78.5]
	0.01

	'AM4a'
	Pseudomonas carnis B4-1T
	75.8
	[71.8 - 79.4]
	59.7
	[56.9 - 62.5]
	75
	[71.6 - 78.2]
	0.22

	'AM4a'
	Pseudomonas salmasensis SWRI126
	77
	[73.0 - 80.6]
	57.5
	[54.8 - 60.3]
	75.5
	[72.0 - 78.7]
	0.13

	'AM4a'
	Pseudomonas paralactis DSM 29164
	74
	[70.0 - 77.6]
	40.9
	[38.4 - 43.4]
	67.1
	[63.7 - 70.3]
	0.31

	'AM4a'
	Pseudomonas libanensis DSM 17149
	67.6
	[63.8 - 71.3]
	39.7
	[37.2 - 42.3]
	61.6
	[58.4 - 64.8]
	0.15

	'AM4a'
	Pseudomonas haemolytica DSM 108987T
	68.5
	[64.6 - 72.2]
	39.3
	[36.8 - 41.8]
	62.1
	[58.8 - 65.3]
	0

	'AM4a'
	Pseudomonas synxantha DSM 18928
	62.4
	[58.7 - 66.0]
	38.8
	[36.3 - 41.3]
	57.2
	[54.0 - 60.3]
	0.37

	'AM4a'
	Pseudomonas khavaziana SWRI124
	65.3
	[61.5 - 68.9]
	38.2
	[35.7 - 40.7]
	59.2
	[55.9 - 62.3]
	0.4

	'AM4a'
	Pseudomonas orientalis DSM 17489
	59.6
	[56.0 - 63.2]
	34.2
	[31.8 - 36.7]
	53.1
	[50.0 - 56.2]
	0.48

	'AM4a'
	Pseudomonas azotoformans LMG 21611
	53.1
	[49.6 - 56.6]
	32.9
	[30.5 - 35.4]
	47.7
	[44.7 - 50.7]
	0.95

	'AM4a'
	Pseudomonas pergaminensis 1008T
	52.6
	[49.1 - 56.1]
	32.8
	[30.4 - 35.3]
	47.3
	[44.3 - 50.3]
	0.71

	'AM4a'
	Pusillimonas minor YC-7-48T
	12.6
	[9.9 - 15.8]
	28.3
	[26.0 - 30.8]
	13
	[10.6 - 15.7]
	2.66

	'AM4a'
	Pseudomonas mucidolens LMG 2223
	36.8
	[33.5 - 40.3]
	27.9
	[25.5 - 30.4]
	33.7
	[30.8 - 36.8]
	0.94

	'AM8a'
	Pseudomonas marginalis DSM 13124
	80.2
	[76.3 - 83.6]
	88.8
	[86.4 - 90.8]
	84.6
	[81.3 - 87.3]
	0.19

	'AM8a'
	Pseudomonas grimontii DSM 17515
	64.9
	[61.1 - 68.5]
	54.5
	[51.8 - 57.2]
	64.3
	[61.0 - 67.5]
	0.37

	'AM8a'
	Pseudomonas sivasensis P7
	56.6
	[53.1 - 60.2]
	37.8
	[35.4 - 40.3]
	52.3
	[49.2 - 55.4]
	0.95

	'AM8a'
	Pseudomonas cyclaminis MAFF 301449T
	57.4
	[53.8 - 60.9]
	37.7
	[35.2 - 40.2]
	52.9
	[49.8 - 55.9]
	0.18

	'AM8a'
	Pseudomonas marginalis ICMP 3553
	59.3
	[55.6 - 62.8]
	37.1
	[34.6 - 39.6]
	54.1
	[50.9 - 57.2]
	0.03

	'AM8a'
	Pseudomonas aylmerensis S1E40
	53.5
	[50.0 - 56.9]
	37.1
	[34.6 - 39.6]
	49.5
	[46.5 - 52.6]
	1.2

	'AM8a'
	Pseudomonas petroselini MAFF 311094
	57.1
	[53.5 - 60.6]
	36.9
	[34.4 - 39.4]
	52.3
	[49.2 - 55.4]
	0.37

	'AM8a'
	Pseudomonas extremaustralis 14-3
	45.8
	[42.5 - 49.3]
	36.2
	[33.8 - 38.7]
	43.2
	[40.2 - 46.2]
	0.22

	'AM8a'
	Pseudomonas asgharzadehiana SWRI132
	55.1
	[51.6 - 58.6]
	36.2
	[33.8 - 38.7]
	50.5
	[47.4 - 53.6]
	0.15

	'AM8a'
	Pseudomonas extremorientalis LMG 19695
	54.1
	[50.6 - 57.6]
	36
	[33.6 - 38.6]
	49.7
	[46.6 - 52.7]
	0.49

	'AM8a'
	Pseudomonas fildesensis KG01
	55.3
	[51.8 - 58.8]
	35.9
	[33.5 - 38.4]
	50.6
	[47.5 - 53.6]
	0.3

	'AM8a'
	Pseudomonas azotoformans LMG 21611
	54.6
	[51.1 - 58.1]
	35.9
	[33.4 - 38.4]
	50
	[46.9 - 53.1]
	0.54

	'AM8a'
	Pseudomonas nabeulensis E10BT
	46.1
	[42.7 - 49.5]
	34.6
	[32.1 - 37.1]
	42.9
	[39.9 - 45.9]
	0.15

	'AM8a'
	Pseudomonas rhodesiae LMG 17764
	51.5
	[48.0 - 54.9]
	32.8
	[30.4 - 35.4]
	46.4
	[43.4 - 49.5]
	0.27

	'AM8a'
	Pseudomonas kitaguniensis MAFF 212408T
	42.4
	[39.0 - 45.8]
	32.6
	[30.2 - 35.1]
	39.4
	[36.4 - 42.4]
	0.96

	'AM14a'
	Pseudomonas koreensis LMG 21318
	78.7
	[74.8 - 82.2]
	43.9
	[41.3 - 46.4]
	72.2
	[68.7 - 75.4]
	0.27

	'AM14a'
	Pseudomonas koreensis JCM 14769
	78.6
	[74.6 - 82.1]
	43.8
	[41.3 - 46.4]
	72
	[68.5 - 75.2]
	0.32

	'AM14a'
	Pseudomonas monsensis PGSB 8459
	67.5
	[63.6 - 71.1]
	37.1
	[34.7 - 39.6]
	60.3
	[57.1 - 63.5]
	0.21

	'AM14a'
	Pseudomonas baetica LMG 25716
	60.5
	[56.8 - 64.0]
	35
	[32.6 - 37.5]
	54.1
	[51.0 - 57.2]
	1.51

	'AM14a'
	Pseudomonas tensinigenes ZA 5.3
	68.2
	[64.3 - 71.9]
	34.8
	[32.4 - 37.3]
	59.7
	[56.5 - 62.9]
	1.09

	'AM14a'
	Pseudomonas zeae OE 48.2
	67.5
	[63.6 - 71.1]
	34.8
	[32.3 - 37.3]
	59.2
	[55.9 - 62.3]
	1.27

	'AM14a'
	Pseudomonas neuropathica P155 T
	68.8
	[64.9 - 72.5]
	34.8
	[32.4 - 37.3]
	60.2
	[56.9 - 63.3]
	1.03

	'AM14a'
	Pseudomonas germanica FIT28
	66.2
	[62.4 - 69.9]
	34.6
	[32.1 - 37.1]
	58.1
	[54.9 - 61.3]
	1.17

	'AM14a'
	Pseudomonas crudilactis UCMA 17988T
	67.9
	[64.0 - 71.6]
	34.6
	[32.1 - 37.1]
	59.4
	[56.1 - 62.5]
	1.13

	'AM14a'
	Pseudomonas allokribbensis LMG31525T
	62.6
	[58.8 - 66.2]
	34.6
	[32.2 - 37.1]
	55.5
	[52.3 - 58.6]
	0.08

	'AM14a'
	Pseudomonas fitomaticsae FIT81
	63.1
	[59.3 - 66.7]
	34.5
	[32.1 - 37.0]
	55.8
	[52.6 - 58.9]
	0.33

	'AM14a'
	Pseudomonas kribbensis KCTC 32541T
	64.7
	[60.9 - 68.3]
	34.5
	[32.1 - 37.0]
	57
	[53.8 - 60.1]
	0.28

	'AM14a'
	Pseudomonas glycinae MS586
	65.5
	[61.7 - 69.2]
	34.2
	[31.8 - 36.7]
	57.4
	[54.2 - 60.6]
	0.22

	'AM14a'
	Pseudomonas gozinkensis LMG 31526
	65.7
	[61.9 - 69.4]
	33.7
	[31.3 - 36.2]
	57.3
	[54.1 - 60.5]
	0.04

	'AM14a'
	Pseudomonas iranensis SWRI54
	58.9
	[55.3 - 62.5]
	33
	[30.5 - 35.5]
	52
	[48.9 - 55.1]
	0.37

	'AM14a'
	Pseudomonas atacamensis M7D1
	58.5
	[54.9 - 62.1]
	32.8
	[30.4 - 35.4]
	51.7
	[48.6 - 54.7]
	0.39

	'AM14a'
	Pseudomonas moraviensis LMG 24280
	61
	[57.3 - 64.5]
	32.7
	[30.3 - 35.2]
	53.4
	[50.3 - 56.5]
	0.1

	'AM14a'
	Pseudomonas reinekei MT1
	41.7
	[38.4 - 45.2]
	28.6
	[26.2 - 31.1]
	37.6
	[34.7 - 40.7]
	1.09

	'Z18a'
	Pseudomonas yamanorum LMG 27247
	70.7
	[66.7 - 74.3]
	48.3
	[45.7 - 50.9]
	67.3
	[63.9 - 70.6]
	0.64

	'Z18a'
	Pseudomonas spelaei CCM 7893
	48.3
	[44.9 - 51.7]
	32.6
	[30.2 - 35.1]
	43.9
	[41.0 - 47.0]
	1.61

	'Z18a'
	Pseudomonas aylmerensis S1E40
	53.6
	[50.1 - 57.1]
	31.2
	[28.8 - 33.8]
	47.3
	[44.3 - 50.4]
	0.67

	'Z18a'
	Pseudomonas karstica CCM 7891
	40.5
	[37.2 - 44.0]
	31.2
	[28.8 - 33.7]
	37.5
	[34.6 - 40.6]
	2.09

	'Z18a'
	Pseudomonas petroselini MAFF 311094
	44.8
	[41.4 - 48.2]
	31.2
	[28.8 - 33.7]
	40.8
	[37.8 - 43.8]
	0.9

	'Z18a'
	Pseudomonas edaphica RD25
	44.3
	[40.9 - 47.7]
	31.2
	[28.8 - 33.7]
	40.4
	[37.4 - 43.4]
	1.04

	'Z18a'
	Pseudomonas marginalis ICMP 3553
	46.1
	[42.7 - 49.5]
	31.1
	[28.7 - 33.6]
	41.7
	[38.7 - 44.7]
	0.56

	'Z18a'
	Pseudomonas allii MAFF 301514
	47.2
	[43.8 - 50.6]
	31
	[28.6 - 33.5]
	42.5
	[39.6 - 45.6]
	0.11

	'Z18a'
	Pseudomonas brenneri DSM 15294
	42.7
	[39.3 - 46.2]
	30.9
	[28.5 - 33.4]
	39.1
	[36.2 - 42.2]
	0.83

	'Z18a'
	Pseudomonas extremorientalis LMG 19695
	49
	[45.5 - 52.4]
	30.9
	[28.5 - 33.4]
	43.8
	[40.8 - 46.8]
	0.05

	'Z18a'
	Pseudomonas brenneri JCM 13307
	42.7
	[39.3 - 46.1]
	30.8
	[28.4 - 33.3]
	39.1
	[36.1 - 42.1]
	0.77

	'Z18a'
	Pseudomonas pergaminensis 1008T
	52.3
	[48.8 - 55.8]
	30.7
	[28.3 - 33.2]
	46.1
	[43.1 - 49.2]
	0.23

	'Z18a'
	Pseudomonas azotoformans LMG 21611
	49.2
	[45.8 - 52.7]
	30.7
	[28.3 - 33.2]
	43.9
	[40.9 - 47.0]
	0.01

	'Z18a'
	Pseudomonas lurida LMG 21995
	49.2
	[45.8 - 52.6]
	30.6
	[28.2 - 33.1]
	43.8
	[40.9 - 46.9]
	0.37

	'Z18a'
	Pseudomonas libanensis DSM 17149
	43.3
	[39.9 - 46.7]
	30.4
	[28.0 - 32.9]
	39.4
	[36.4 - 42.4]
	0.79

	'Z18a'
	Pseudomonas lini DSM 16768
	28.6
	[25.2 - 32.2]
	25.9
	[23.5 - 28.3]
	26.9
	[24.0 - 30.0]
	2.16

	'Z18a'
	Pseudomonas migulae NBRC 103157
	28.4
	[25.0 - 32.0]
	25.7
	[23.4 - 28.2]
	26.7
	[23.8 - 29.8]
	1.85

	'Z18a'
	Pseudomonas gregormendelii LMG 28632
	27.1
	[23.7 - 30.7]
	25.6
	[23.3 - 28.1]
	25.6
	[22.7 - 28.7]
	1.36


Table S6. A list of plant growth promoting environmental Pseudomonas sp. strains with sequenced genomes (whole/draft genomes)
	Strain
	Host
	Isolation source
	Genome/ No. of contigs
	References

	P. atacamensis M7D1
	Desert bloom plants
	Rhizosphere
	6.2 Mb/  12
	Poblete-Morales et al., 2019

	P. chlororaphis GP72
	Piper L. (green pepper)
	Rhizosphere
	6.6 Mb/  347
	Shen et al., 2012; Liu et al., 2006

	P. fluorescens Pf-5


	Gossypium hirsutum (cotton)
	Rhizosphere
	7.1 Mb/  1 


	Howell et al., 1979; Paulsen et al., 2005

	P. fluorescens UM270


	Medicago truncatula
	Rhizosphere
	6.0 Mb/  524
	Salmeron et al., 2016; Hernández-León et al., 2015

	P. poae A2-S9


	Panicum virgatum
	Plant endosphere
	6.68 Mb/ 3
	Xia et al., 2013; Xia et al., 2019;

	P. putida GM4FR


	Festuca rubra L.
	Plant endoshere (aerial parts)
	7.1 Mb/  79
	Wemheuer et al., 2017; Wemheuer et al., 2016

	P. viridiflava CDRTc14
	Lepidium draba
	Plant endoshere (roots)
	6.7 Mb/  38
	Samad et al., 2016

	Pseudomonas sp. RGM-2987
	Stevia philippiana
	Rhizosphere
	6.1 Mb/  223
	Guerra et al., 2023

	Pseudomonas sp. SH-C52
	Sugar beet plant
	Rhizosphere
	6.3 Mb/  384
	Mendes et al., 2011; Van Der Voort et al., 2015

	Pseudomonas sp.382


	Paullinia cupana
	Plant endosphere (seeds)
	6.38 Mbp/ 115
	de Siqueira et al, 2018; Liotti et al., 2018
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