Transgenic cowpeas (Vigna unguiculata L. Walp) expressing Bacillus thuringiensis Vip3Ba protein are protected against the Maruca pod borer (Maruca vitrata)
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Table S1: Primers for PCR templates. The underlined nucleotides in primer pairs of PCR set C define 6 His codons of the vector sequence.
	PCR set
	Primer name

	Sequence (5´ to 3´)
	Product length (bp)

	

	Vip3A group
	F:GATTATTTTAATGGCATTTATGGATTTGCCACTGG
R:CGGCATGTTGTTAAAGTAAGAAAAGCTTTTGCTTG
	827

	A
	Vip3B group
	F:TGGCATTTATGGATTTGCCACTGGTATCAAAGAC
R:CATAAAAGTGTAGACATTACCAATTTCACTTCCC
	766

	
	Vip3Ca
	F:TCTAAGAGCAAAACAAGGAATTTTTAAC
R:GTTCAGATTCTAAAATAACTTTTGCATAATTG
	500

	
	Vip3Aa35
	F:CCGCCAAGTGGTTTTATTAAA 
R:ATCGGAAAACTTGACAATAGGG 
	746

	
B
	Vip3Af1
	F:CCTTATCGGAGGTTATTTATGGTGATAC
R:TAGTTGAAGACATAAGGTTGCTTCG 
	1090

	
	Vip3Ag
	F:CTTTTGAAAGATGAAAAAAATGGTG
R:TTTTTCAAATAATACTTCACGGGG
	390

	
	Vip3Ba1
	F:GGATGCCATGGTGGGATTTAG
R:CTAATTATACCTTCGCCGTATAAGCG
	587

	
	V3Aa35_cds
	F:CATCATCACCACCATCACAACAAGAATAATACTAAATTAAGCACAAG R:GTGGCGGCCGCTCTATTACTTAATAGAGACATCGGAAAACTTG
	2,364

	
	V3Af_cds
	F:CATCATCACCACCATCACAATATGAATAATACTAAATTAAACGCAAG
R:GTGGCGGCCGCTCTATTATTTAATAGAAACGTTTTCAAATGATATATG
	2,367

	C
	V3Ag_cds
	F:CATCATCACCACCATCACAACAAGAATAATACTAAATTAAGCGCAAG
R:GTGGCGGCCGCTCTATTACTTAATTGAAAAATCTCGGAAATTTATAGC
	2,358

	
	V3Ca2_cds
	F:CATCATCACCACCATCACAACATGAATAATACTAAATTAAACGCAAGGG
R:GTGGCGGCCGCTCTATTATTCAATCTTTTCCTTAATAGAAATATCACGAA
	2,406

	
	V3Ba1_cds
	F:CATCATCACCACCATCACAACATGAATAATACTAAATTAAACGCAAGGGCC
R:GTGGCGGCCGCTCTATTATTCTTTAACTATAGATACATCCGAAAAAATAACCCC
	2,406
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